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This Help Guide describes the SFA - Life Sciences Cloud Platform cloud-based solution for efficiently performing a wide
array of analysis protocols on specific cell populations based on differences in scattered light and fluorescence signal
intensity.

Note

The images used in this Help Guide may differ from the actual display contents of this software.
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What Is SFA - Life Sciences Cloud Platform?

The SFA”(SpectraI Flow Analysis) - Life Sciences Cloud Platform is a cloud-based solution that can efficiently perform a
wide array of analysis protocols, ranging from conventional analysis including gating, in which only specific cell
populations are selected for analysis and quantification based on differences in scattered light and fluorescence signal
intensity, to advanced analysis such as dimensionality reduction, which enables a two-dimensional view of multi-
dimensional information, and clustering, which automatically classifies cell populations.

The solution is compatible with Sony’s flagship ID7000™ Spectral Cell Analyzer. The raw data output and analysis
results from the ID7000 software can be directly imported and analyzed without any conversion. In addition, this solution

features BL-FlowSOM?), a newly developed algorithm that speeds up FlowSOM, one of the clustering methods.
Furthermore, because each algorithm is pre-installed in the cloud environment, immediate analysis is possible, and
results from the data analysis can be managed and shared among users.

A special license needs to be purchased to use Spectral Flow Analysis.

1) SFAis a software name and an abbreviation of Spectral Flow Analysis.
2) BL stands for Batch Learning, a method of batch processing all the data to be trained. FlowSOM is a state-of-the-art clustering and visualization
method that uses Self-organizing Maps (SOM) to analyze flow cytometry data.

Dimensionality Reduction
using Flt-SNE/UMAP

Smaoth import of

ID7000's output data m‘é

Clustering
ID7000™ Spectral Cell Analyzer BL-FlowSOM

Conventional Analysis
Linkage between various plots

SFA - Life Sciences Cloud Platform is for non-clinical research use only. Not for use in diagnostic or therapeutic
procedures, or for any other clinical purpose.

The user of Spectral Flow Analysis shall not analyze, manage or store any sample data on this product that is, or is
linked with, any personal information of the human sampled, as defined under applicable law.
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Basic Analysis Functions

Many of the analysis functions including the following that are available in the ID7000 software can also be used in
Spectral Flow Analysis.

Employs fluorescence compensation (unmixing) algorithm — weighted least squares method
(WLSM)

This is a spectral unmixing algorithm based on the least squares method applicable for the detection principle of a
spectral analysis-type cell analyzer. The variances in the signal that is detected generally increases as the fluorescence
intensity increases. In weighted least squares method, this effect is appropriately handled by suppressing the variances
in the calculated results by solving the least squares method with a weighting condition that permits errors due to high
fluorescence intensity.

Unmixing Viewer

The unmixing results can be checked in a list. Manual adjustment is also possible, as required.

Autofluorescence separation

Employs Sony’s unique spectral optical technology for traditionally-difficult autofluorescence spectral separation for
improved data stability and reliability. In Spectral Flow Analysis, you can find the autofluorescence spectrum using a
wizard format just like with the ID7000 software.

Standardization mode

Spectral Flow Analysis also supports the analysis of data acquired in standardization mode in the ID7000 software.
Standardization mode standardizes the output of each channel so that the SSC and fluorescence detection sensitivities
are the same between multiple instruments.

Virtual filter

The virtual filter function provides simple adjustment of channels, and provides the user flexibility for adding
fluorochromes easily as needed. The information for each fluorochrome can be monitored visually in a color palette.

Fluorochromes

Often-used fluorochromes are configured as presets. You can also register user-specific fluorochromes.

Preference settings

You can configure software preference settings for each login user for added convenience.

5-051-744-11(1) Copyright Sony Corporation
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BL-FlowSOM Function

BL-FlowSOM is a clustering function to group data according to the degree of similarity between the data. It speeds up
FlowSOM, which is widely used for flow cytometry analysis (see the following paper for the details), by using a newly
developed algorithm.

With the BL-FlowSOM function, you can select the star, population pie, and median marker value graph modes. In
addition, the expression level of each marker of extracted clusters can be visualized on a heatmap.

For details about the operation, see “Analyzing by Learning Samples” in “Analysis Using the BL-FlowSOM Function.”

S. V. Gassen, B. Callebaut, et al. "FlowSOM: Using self-organizing maps for visualization and interpretation of cytometry
data", Cytometry Part A 87.7, 636-645, 2015.

K. Quintelier, A. Couckuyt, et al. "Analyzing high-dimensional cytometry data using FlowSOM", Nature Protocols 16,
3775-3801, 2021.

Star
This mode visualizes the expression levels of multiple markers.
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Population pie

This mode visualizes the proportions of cell populations.
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Median marker value

This mode visualizes the expression level of the marker of one type.
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Heatmap
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The expression level of each marker of extracted meta clusters and clusters can be visualized on a heatmap.
Furthermore, you can also change the type of color map (Fluorochrome Color, RdYIBu/8, and YIGn/9). In addition, the
median values (percentage indications) displayed on the heatmap can be output as a CSV-format file.

If you hover the mouse cursor over a color square of the color map, you can check the median value (percentage
indication).
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1. Meta cluster selected in [Gate Manager] or an MST plot
2. Fluorochrome selected in the legend of a star chart

Fluorochrome Color
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« For details, see “Displaying the Heatmap.”
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Dimensionality Reduction Function

Dimensionality reduction is a function to “compress” multi-dimensional cell data to display it on a two-dimensional plot by
converting to low-dimensional data while preserving as much of the important information about the multi-dimensional
data structure as possible.

The Spectral Flow Analysis software employs two techniques: “UMAP” and “FIt-SNE.”

For details about the operation, see “Analyzing by Learning Samples” in “Analysis Using the Dimensionality
Reduction Function.”

The following is an example.
Density plots

Density plots display cell populations as densities.
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Dot plots

Dot plots allow displaying specific gated cell populations with different coloring by backgating. In addition, intuitive
backgating can be achieved on dot plots by clicking to select the meta-clusters generated by BL-FlowSOM.

[ remics
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UMAP

Uniform manifold approximation and projection (UMAP) is a technique whereby the points that are close to an original
feature space are compressed again after they have been compressed so as to make them closer. For details on the
algorithms, see the following paper. With UMAP, you can select a density plot and dot plot.

L. Mclnnes, J. Healy, J. Melville, “UMAP: uniform manifold approximation and projection for dimension reduction,” arXiv
preprint arXiv: 1802.03426, 2018.

E. Becht, L. Mclnnes, et al. “Dimensionality reduction for visualizing single-cell data using UMAP,” Nat. Biotechnol. 37,
38-40, 2019.

Fit-SNE

FFT-accelerated interpolation-based t-SNE (FIt-SNE) compresses the points that are close to an original feature space
again after they have been compressed so as to make them closer just like with UMAP, but the “closeness” is
represented by probability distribution. FIt-SNE is a technique to speed up t-Stochastic Neighborhood Embedding (t-
SNE) by using FFT and other means. For details on the algorithms, see the following paper.

G. C. Linderman, M. Rachh, et al. “Fast interpolation-based t-SNE for improved visualization of single-cell RNA-seq

data,” Nature Methods 16, 243-245, 2019.
L. van der Maaten, G. Hinton, “Visualizing data using t-SNE,” J. Mach. Learn. Res. 9, 2008.

PEMCs

Flt-SNE_PEMCs 1

5-051-744-11(1) Copyright Sony Corporation
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Concatenate Function

This topic describes the procedure to use the concatenate function to concatenate multiple samples for learning.
When advanced analysis is performed, learning by concatenating multiple samples is possible. This allows them to be
handled as a pseudo-large sample.

Learning is performed with the data of the samples with check marks in the [Target] column.

For details about the operation, see “Analyzing by Concatenating Multiple Samples (when BL-FlowSOM)” and
“Analyzing by Concatenating Multiple Samples (when UMAP and FIt-SNE).”

SEA Sample Selection =

»| Experment Plate Sample Group Row Column Sample Bvents

+| | Experiment 2023/03/01 11:13 24 Tube Rack (3mL) -1  Sample Group-1 | A 1| Well - A01 | 20406 *
Experirment 2023/03/01 11:13 24 Tube Rack (3mL) -1 | Sample Group-1 A 03 Well - AD3 | 67,140

+| | Experirment 2023/03/01 11:13 24 Tube Rack (3mL) - 1 Sample Group -1 | A 04 Well - A0 | 76,400
Experirment 2023/03/01 11:13 24 Tube Rack (5mL) -1 | Sample Group-1 B 1 Well - BO1 | 32,381

+| | Experirment 2023/03/01 11:13 24 Tube Rack (3mL) - 1 | Sample Greup -1 B 02 Well - BO2 | 41,872

+| | Experiment 2023/03/01 11:13 24 Tube Rack (3mL) -1 | Sample Greup-1 | B 03 Well - B03 | 14,288

| | Experiment 2023/03/01 11:13 24 Tube Rack (5mL) -1 | Sample Greup -1 | B 04 Well - BO4 | 60,468

+| | Expenment 2023/03/01 11:13 24 Tube Rack (3mL) -1 | Sample Greup-1 | B 05 Well - BO5 | 56,523
Experiment 2023/03/01 11:13 24 Tube Rack (5ml) -1  SampleGroup-1 A 01 Well - AQ1 | 20,406
Experiment 2023/03/03 15:12 24 Tube Rack (3ml) - 1 Sample Group-1 A 03 Well - AOZ 67,140 -~

OK Cancel

5-051-744-11(1) Copyright Sony Corporation
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Data Cleaning Function

In advanced analysis, the quality of the target samples is extremely important, and correct results may not be obtained
with samples containing noise, etc. Therefore, this software also includes a data cleaning function to remove noise and
outliers. Spectral Flow Analysis supports the following data cleaning algorithms.

flowAl
PeacoQC
flowCut
flowClean

For details about the operation, see “Removing Events Containing Noise and Outliers (Data Cleaning Function).”

flowAl: G. Monaco, H. Chen, et al. "flowAl: automatic and interactive anomaly discerning tools for flow cytometry data,"
Bioinformatics 32, 16, 2473-2480, 2016.

PeacoQC: A. Emmaneel, K.Quintelier, et al. "PeacoQC: Peak-based selection of high quality cytometry data." Cytometry
Part A 101.4, 325-338, 2022.

flowCut: J. Meskas, D Yokosawa, et al. "flowCut: An R package for automated removal of outlier events and flagging of
files based on time versus fluorescence analysis." Cytometry Part A 103.1, 71-81, 2023.

flowClean: K. Fletez-Brant, J. Spidlen, et al. "flow C lean: Automated identification and removal of fluorescence
anomalies in flow cytometry data." Cytometry Part A 89.5, 461-471, 2016.

5-051-744-11(1) Copyright Sony Corporation
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Other Functions

Login mode selection function

The Spectral Flow Analysis software can be used not just on a PC that is used by one person (individual PC) but also on
a PC that is used by multiple persons in a laboratory or other workplace (shared PC).

For details about the configuration, see “Login Modes.”

Workspace and project functions (data sharing)

Each user owns one workspace. Projects can be created in it, and then the data of ID7000 Spectral Cell Analyzer can be
imported to perform analysis and other tasks. Adding other users to your own workspace and projects allows you to
share the data of experiments and spectral references between the project users.

r User A's Workspace 2
(-m—Prcject1 Yau Project 2 ———
= RS Import Sl TR ; [ i. ‘e .’
o E— a5 o
; Lok - ", .
2222 || 2 22
\. B C E F C D I,
\ B C D E F G y

User A

Notification function

You can receive and check notifications from the system, such as a notification that the importing of experiment data has
completed.

For details about the operation, see “Viewing Notifications.”

18



Notifications gan?
Filtar All neotices L Mark all as read

® 3M13/2023 1M:58:00 PM

. Dretail
Data upload and auto-analysis process are complete.
® 301372023 11:09:00 PM
. Dretail
Data upload and auto-analysis process are complete.
3/6/2023 5:30:00 PM
Deetail

Data upload and auto-analysis process are complete.

Viewing the notification page from Life Sciences Cloud Platform

The service operation status, notifications, and various other information for Life Sciences Cloud Platform can be
checked.

For details about the operation, see “Link Error.”

5-051-744-11(1) Copyright Sony Corporation
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Spectral Flow Analysis Client Operating Environment

The host computer must satisfy the following requirements in order to run the Spectral Flow Analysis software.

Operating system (OS)

A release version of Microsoft Windows 10 or later that is still supported by Microsoft.

CPU
Intel Core i5-8250U CPU or the equivalent or greater

Memory
1920%1080 or greater (Full HD or greater)

Line speed

50 Mbps or faster is recommended for both upstream and downstream

Note

Implement appropriate information security measures (update the antivirus software definition files, run Windows Update,
configure the firewall, manage the ID and password appropriately, and so on) to ensure the computer can be used with peace of
mind. For details, contact your network administrator or IT department.

For details about compatibility-verified antivirus software, contact your Sony distributor.

5-051-744-11(1) Copyright Sony Corporation
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Overview of Installation Guide

The installation guide describes the license owner operation required to use Spectral Flow Analysis and the operation
performed by that the users who will use Spectral Flow Analysis.

For details about the license owner operation, see “Flow of License Owner Operation.”
For details about the operation performed by the users who will use Spectral Flow Analysis, see “Flow of User
Operation.”

About the License Owner

The user who registered the purchased base license is the owner of that license. The license owner can add users to
use Spectral Flow Analysis.
Only the license owner / license administrator can add options to the base license.

Hint

Once the license owner has added the users to Spectral Flow Analysis, operation by the users becomes possible. The users can
view the license information but cannot add users or add option licenses to the license.

5-051-744-11(1) Copyright Sony Corporation
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License

Spectral Flow Analysis has the following three types of license.

Base (1 type): Standard License
Options (2 types): Additional storage license (one month or one year) and Additonal CPU license

The standard license includes 500 GB of storage space and 500 hours per year of CPU usage time").
The additional storage license and additional CPU license options are expansion licenses that can be added to the
standard license, as required.

Additional storage license: Adds 500GB of storage space. There are two plans, one yearly and one monthly, because
they need to be synchronized with due date of the standard license.
Additional CPU license: Adds 500 hours of CPU usage time.

The CPU and storage usage amounts of the license are the amounts consumed by the data and analysis in the
workspace of the user associated with that license.

Base \ [ Option
Standard License Additional Storage
+'500GB of Storage
JAccess to cloud of SFA for a year + vOne yearly or one monthly,
VFull feature set v'Synchronized with due date of Base.

v 500GB of Storage for a year
v'500 hours of CPU
v Maximum number of accounts is 5

Additional CPU hours

v500 hours of CPU

1) The license includes 500 CPU hours when using the [Base] type of analysis server. If you are using the [High] type of analysis server, it will
consume twice the amount of CPU time per hour.

For details about purchasing licenses, contact your Sony distributor.

5-051-744-11(1) Copyright Sony Corporation
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Flow of License Owner Operation

The flow from purchasing and activating a license to enabling use of Spectral Flow Analysis is as follows.

Hint

The user who registered the license is called the “license owner.”

Determine the license type and purchase the license.

Determine the license type to purchase in consideration of the usage conditions and number of users that will use
the software, then send a purchase order by email to your Sony distributor.

For details about license types, see “License.”

Acquire the license ID.

When you purchase a license, a license ID will be issued. The license ID is sent to the users by email together with
the sign-up URL.

Create the account of the license owner.

Access the sign-up URL and create the account of the license owner.

For details about the operation, see “Creating an Account.”

Install the Spectral Flow Analysis software.

Download and install the Spectral Flow Analysis software.

For details about the operation, see “Installing Spectral Flow Analysis (when License Owner).”

Start SFA License Manager.

For details about the operation, see “Starting SFA License Manager (for the First Time).”

Activate the license.

Use SFA License Manger to activate the license.

For details about the operation, see “Activating a License.”

Add users to the license.

Use SFA License Manager to add the users to use Spectral Flow Analysis to the activated license.

For details about the operation, see “Adding Users to a License.”

23
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Creating an Account

Create an account for using Spectral Flow Analysis.
In the following screens, the items displayed differ depending on the language setting and country/region setting.

0 Access the sign-up URL.

Access the sign-up URL included in the received email.
The [Create Account] window appears.

9 Enter the email address for signing in to Spectral Flow Analysis in [Sign-In ID], then click [Continue].

Create Account

o renunt arraes milrinl
Lisg 3 single afoount across misin

L VT FE T

Sigmn |

e Enter the desired password in [Password] and enter the same password in [Re-enter Password], then click
[Next].

25



Create Account

Use a single atcount across multiple Sony
group services Leam more

Sign-In ID

LifeSciencesCloud@sony.com

Passward @

Password O
Pasgword Strength

Re-enter Password

Re-enter Password

Back

0 Select your country or region of residence, enter your date of birth, and click [Next].

Create Account

Country / Region

United States -

Language

English

Date of Birth @

Manth Day Year
Month v Drany - Year -
Back
Ti 5 | Privacy

e Select a secret question in [Security Question], enter the answer in [Security Answer], and click [Next].

This item can be skipped. It can also be set later.
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Create Account

Your security question is used when you
i need to change or reset your password.

Security Question

Select a Question -

Or Add Question

Secunty Answer

Skip

6 Enter your first name and last name in [First Name] and [Last Name], then click [Next].

Create Account

First Mame

Last Mame

Place a check mark in [You are confirming that you have read, understand, and accept the Terms of Service
and Privacy Policy] check box, then click [Agree and Create Account].
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Finish

fouw are confirming that you have read,
understand, and accept the Terms of Service

and Privacy Policy.

Back Agree and Create Account

Terms | Privacy | Help

CA Privacy Notice

A confirmation email is delivered to the set email address.

9 When the confirmation email is received, click [Verify] to complete the confirmation.

You're invited to SFA - Life Sciences Cloud Platform - Message (HTML)

File Message Help Acrobat (;J Tell me what you want to do
@ Help ﬂ Contact Support G Troubleshoot ;'}_J Feedback é Suggest a Feature = Show Training 4’}' What's Mew | ==+
b
Create Sony Account
5 Re U5 Reply &Il | —> Forward ses
Sony <noreply@acm.accountsony.com: 3 Reply 3 Reply " &
To LifeSciencesCloud, IPcommon
@ If there are problems with how this message is displayed, dick here to wiew it in a web browser.

SONY

Verify your email address

This step is to verify the email address you will use for Life Sciences Cloud Platform.To finish creating your
account, click the [Verify] button below to access the website.

Verify

This button will remain active for 24 hours.

If you did not intend to register an account, please contact Customer Services using the link provided below:

hittps:iwww sony. netiacm_accountsupports!

Confirmation of the email address is now completed.
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Your email address has been verified

Thank you. The email address
LifeSciencesCloud @sony.com has been verified, Close
this screen and sign in.

When the account is created, the following mail is delivered to the set email address.

Sony Account was created successfully - Message (HTML)

File Message  Help  Acrobat & Tell me what you want to do

(?) Help €} contact Support [E§ Troubleshoot Y Feedback g3 SuggestaFeature [ Show Training /4 What's New

Sony Account was created successfully

=y Re Wy Rephy All —3 Forward nee
Sony <noreply@acm.accountsony.coms il 2 ey ' e

Te LifeSciencesCloud, IPcommon

@ If there are problems with how this message is displayed, chick here 1o wiew it in a web browser.

SONY

Sony Account was created successfully

Thank you for creating Sony Account, Your registered email address has been verified, and your account has
been created

To use Life Sciences Cloud Platform, you must enter your gign-in 1D (email address) and password

If you did not intend to register an account, please contact Customer Services using the link provided below:

hittps: Mo sony netlacm_accounlisuppors

9 Return to the webpage for creating an account, then click [Already Verified] to activate the account.
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Verify Email

@ The account was successfully
created.

I To finish this process, check your email
and follow the instructions.

We've sent an email with instructions to
verify your email address to the
following email address.
LifeSciencesCloudi@sony.com

Click the URL link in the email message
within 24 hours.

Already Verified

Didn't gat an email?

Do This Later

When the account is activated, the “SFA Login Page” page appears.

@ 5E& Login Page ® o+

You are successfully Logged in.

Copyright 2023 Sony Corporation

n]

x

“ C @ legin-infolifescientes-cloudsonyreti., 1 & W 0O B i
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If you are the license owner, proceed to “Installing Spectral Flow Analysis (when License Owner).”
If you are the user, proceed to “Installing Spectral Flow Analysis (when User).”
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Installing Spectral Flow Analysis (when License Owner)

Download and install the Spectral Flow Analysis software.

Access the following URL, then download the Spectral Flow Analysis software.

For the download URL, contact your Sony distributor.

e Click [Open] or double-click “SpectralFlowAnalysis-master-Setup.exe” to start the installer.

SpectralFlowanaly....axe W

e When the installation wizard appears, click [Next].

ﬁl Spectral Flow Analysis - InstallShield Wizard >

Welcome to the InstallShield Wizard for
.ﬂ Spectral Flow Analysis

o

The InstallShield(R) Wizard will install Spectral Flow Analysis on
your computer, To continue, dick Next,

WARMIMG: This program is protected by copyright law and
international treaties.

0 Click [Install] to start the installation.
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‘ﬁ' Spectral Flow Analysis - InstallShield Wizard

Ready to Install the Program
The wizard is ready to begin installation.

Click Install to begin the installation.

If you want to review or change any of your installation settings, dick Back. Click Cancel to
exit the wizard.

InstallShield

< Back | Install | | Cancel

Proceed with the installation by following the on-screen instructions.

e When the installation is completed, click [Finish].

‘ﬁ' Spectral Flow Analysis - InstallShield Wizard >

InstallShield Wizard Completed

The InstallShield Wizard has successfully installed Spectral Flow
Analysis. Click Finish to exit the wizard.

When Spectral Flow Analysis is installed, the “Spectral Flow Analysis” shortcut icon is created on the desktop.

Next, proceed to “Starting SFA License Manager (for the First Time).”

5-051-744-11(1) Copyright Sony Corporation
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Starting SFA License Manager (for the First Time)

This topic describes the procedure for when SFA License Manager is started for the first time by the owner.
Hint

When the Spectral Flow Analysis software is installed, “Life Sciences Cloud Platform” is added to the Start menu of Windows.

Select “Life Sciences Cloud Platform” — “SFA License Manager” from the Start menu of Windows.

A dialog for selecting the login mode appears.

e Select [Individual PC mode (default)] for an individual PC or [Shared PC mode] for a shared PC, then click
[Next].

For the differences between [Individual PC mode (default)] and [Shared PC mode], see “Login Modes.”

SR Select Login mode

Please select your PC mode, If you select "Shared PC mode”,
then your login information will not be saved to your PC,

¢ Individual Login mode (default)

Shared Legin mode

Mext

The [Sign In] window appears.

e’ Enter the same email address and password as used when creating the account, then sign in to Spectral
Flow Analysis.
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Sign In

| | Use a single account across multiple Sony group
services Learn more

Sign-In 1D

Email Address

Create Account

Terms | Privacy | Help
CA Privacy Noboe

After the login succeeded message is displayed, a dialog for selecting the country or region and language appears.

’ Select your country or region of residence and language, then click [Next].

Sk Spectral Flow Analysis *

Select your Country / Region of residence and Language for End User Agreement and
Privacy Settings / Privacy Policy.

Country / Region Language
United States v | | English b4

Mext

When the Spectral Flow Analysis software is started for the first time, “End User Agreement” window appears.

6 Read the End User Agreement, place a check mark in [l understand the term of the End User Agreement.],
and click [Accept].
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s Spectral Flow Analysis X

End User Agreement
Country / Region : United States, Language : English
Please read the following End User Agreement carefully.

END USER AGREEMENT =
IMPORTANT: BEFORE USING THE SOFTWARE AND THE CLOUD SERVICE, PLEASE READ
THIS5 END USER AGREEMENT CAREFULLY. BY USING THE SOFTWARE AND THE CLOUD
SERVICE YOU ARE AGREEING TO BE BOUND BY THE TERMS OF THIS AGREEMENT FOR
YOURSELF AND ANY ORGANIZATION ON WHOSE BEHALF YOU ARE USING THIS
SOFTWARE AND THE CLOUD SERVICE. IF YOU DO NOT AGREE TO THE TERMS OF THIS
AGREEMENT, YOU MAY NOT USE THE SOFTWARE AND THE CLOUD SERVICE.

AGREEMENT TERMS

This AGREEMENT is alegal agreement between (i) vou and any entity vou represent (“vou™)
and (i) Sony Biotechnology Inc. (*Sony”). This AGREEMENT governs vour rights and
obligations regarding the Life Sciences Cloud for ID7ooo and the Life Sciences Cloud
Flatform service and software of Sony and/or its third party licensors (including Seny’s
affiliates) and their respective affiliates (collectively, the “THIRD-PARTY SUPPLIERSY),
together with any updates/upgrades provided by Sony, any printed. on-line or other
electronic documentation for such software and such cloud service, and any data files
created by operation of such software and such cloud service (collectively, the
“PRODUCT™). v

[+l understand the terms of the End User Agreement.

Back [ Accept . Cancel

The “Privacy Settings / Privacy Policy” window appears.

, Click the “Life Sciences Cloud Platform Privacy Policy” link and check the privacy policy as required, then
click [Proceed].

Select “(Optional)” as required. The displayed information differs depending on the selected country or region.

4 Spectral Flow Analysis x
Privacy Settings / Privacy Policy
Country / Region : United States, Language : English
Communication Preferences
We will communicate important account-related updates via email and in-2pplication notifications,

If you would also like to receive news, offers and recommendations (including personalized marketing
messages), please select the optional communication preference below before clicking “Proceed” to continue:

[+ (Qptional) Iwould like to receive news, offers and recommendations (including persenalized
marketing messages) from Sony via email and “Life Sciences Cloud Platform” application notifications .

Sony will handle your persanal information according to thj Life Sci lowd Platf i Pali

Personalisation of marketing messages

Subject to your consent above, Sony may use information registered to and associated with the account you
sign in to, including operation logs, sccess logs and communication logs on the Life Sciences Cloud Platform
services and applications to provide persenalized news, offers and recommendations,

You can withdraw your consent and opt out of receiving these emails and notification at any time by sending an
unsubscribe message to the email address which is indicated in each email sent by Sony, using the "unsubscribe’
link if it is presented within the message, or by going to the [Settings] of this application.

Back | Proceed Cancel
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When the Spectral Flow Analysis software is started for the first time by the license owner, SFA License Manager
starts to enable the licenses to be managed.

a8 Ligense Manager E'Y
Ligenge List:
License D Licente Type | User Mum, CPU [howrs) Stoeage [G8] Status Valid Through | Region | Show Dtk ]
Wser List:
Ernadl address Fudd User
|
| Showw Lisage ]

Next, proceed to “Activating a License.”
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Activating a License

Use SFA License Manger to register and activate a license.
The user who registered the license is the license owner.

0 Click [Register License] in SFA License Manager.

3 License Manpger

Licermse Lisk:

Lizerge 1D Licente Type  User Mum, CPU [howrs) Staeage [G8] Statud Vahd Through | Reguon

Register License

The [Register License] dialog appears.

6 Enter the license ID, then click [OK].
5F4 Register License >
Please input License D,

2T e T T = e e D

] Cancel

The [Register License] dialog appears.

Q Check the license information, then click [OK].

54 Register License b4

Please check the license information, Expiration date will be calculated from today.
Click "OK” to finigh license registration.

License ID License Type | User Mum,  CPU[hours] | Storage [GB] | Status Term Region

N <MK X0 MO KOO0 Standard 1000 400 4056 Pending = 12 months | MNorth America

OK Cancel

The license is activated and added to [License List].
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3 Ligense Manager

l::::: License Type | User N, CPU [howrs) Storage [GB]  Status Valid Thecugh | Region

User List:

Ernad address | Adduser |
Remave Uses
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Adding Users to a License

Add the users to use Spectral Flow Analysis to an activated license.

o Click [Add User] in SFA License Manager.

S License Manager o
Ligense List:
Lizense ID Licente Type | User Num, CPU [howrs) Stoeage [G8] Seatus Valid Thesugh | Region Shn Details
AN R o e . Siamdand 1000 (actrve 0) 00 {used: £74) 2006 (used: 85)  Activated  H024.02-08 torth America

Register License

User List:

Ernadl pddress Add User

Show Usage

Close

The [Add User Dialog] dialog appears.

6 Enter the email address of the user, then click [OK].
SFA Add User x

Please input user's email address which you want to add to the fellowing license,

License [ s e e — 5 0= B 0 - 308 0 - 00 3000

aaaa@aaaa.aaaa

QK Cancel

The user is added to [User List].
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User Lt

Femene Liter

When a user is added to [User List], an invitation email for Spectral Flow Analysis is sent to the user.

To remove a user

Select the user to remove in [User List], then click [Remove User].
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Flow of User Operation

When the license owner adds a user to Spectral Flow Analysis, an invitation email is delivered to the user. When the

invitation mail is received, use of Spectral Flow Analysis can be enabled by performing the operation in the following
flow.

o Create an account.

When a user is added to the license, an invitation email is delivered to the user. Access the link destination included
in the email and then create an account.

For details about the operation, see “Creating an Account.”

e Download and install the Spectral Flow Analysis software.

When an account is created, the “Welcome to SFA - Life Sciences Cloud Platform” email is delivered to the user.
Access the link destination included in the email, then download and install the Spectral Flow Analysis software.

For details about the operation, see “Installing Spectral Flow Analysis (when User).”

e’ Start the Spectral Flow Analysis software.

For details about the operation, see “Starting Spectral Flow Analysis (for the First Time).”

5-051-744-11(1) Copyright Sony Corporation
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Installing Spectral Flow Analysis (when User)

Download and install the Spectral Flow Analysis software.

Click “software download link” in the “Welcome to SFA - Life Sciences Cloud Platform” email to access the
“Download SFA Software” page.

Welcome to SFA - Life Sciences Cloud Platform - Message (HTML)

File Message  Help  Acrobat ¢ Tell me what you want to do
/'7'_:: Help ﬂ Contact Support ﬁ Troubleshoot jf{_-v] Feedback é Suggest a Feature f'_:? Show Training ‘d} What's New

Welcome to 5FA - Life Sciences Cloud Platform

. . . ) ) : € Reply | 5 ReplyAll | — Forward "o
° SFA - Life Sciences Cloud Platform <LifeSciencesCloud@sony.com:> 3 FeRh 3 Reply o T

To LifeSciencesCloud, IPcommon

Welcome to SFA - Life Sciences Cloud Platform. Your SFA accouint hac haan ciccaccfulhe antivated,
If you don’t have 5FA software yet, you can download from th

software download link.

e) Download the “SpectralFlowAnalysis-master-Setup.exe” file from the “Download SFA Software” page.

B SFA Softwar
“ C

L]

W — O 4
Download » +

# login-info.lifesciences-cloud.sony.net/download/index.htmiZredirect_ur=https... = o 8 O o i

SFA software download is in progress. Please close this page when
downloading has completed.

Copyright 2023 Sony Corporation

=3 SpectralFlowAnaly...exe A Show all *

e Click [Open] or double-click “SpectralFlowAnalysis-master-Setup.exe” to start the installer.
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=2 SpectralFlowanaly... axe W

Open

Ahvays open files of thes byp

.l."|

Chow in folder

0 When the installation wizard appears, click [Next].

ﬁl Spectral Flow Analysis - InstallShield Wizard -

Welcome to the InstallShield Wizard for
Spectral Flow Analysis

The InstallShield(R) Wizard will install Spectral Flow Analysis on
your computer, To continue, dick Next.

WARMNIMG: This program is protected by copyright law and
international treaties,

6 Click [Install] to start the installation.

ﬁl Spectral Flow Analysis - InstallShield Wizard -

Ready to Install the Program
The wizard is ready to begin installation.

Click Install to begin the installation.

If you want to review or change any of your installation settings, dick Back. Click Cancel to
exit the wizard,

Installshield

<Back || Instal ||| Cancel
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Proceed with the installation by following the on-screen instructions.

e When the installation is completed, click [Finish].

ﬁ' Spectral Flow Analysis - InstallShield Wizard >

InstallShield Wizard Completed

The InstallShield Wizard has successfully installed Spectral Flow
Analysis. Click Finish to exit the wizard.

When Spectral Flow Analysis is installed, the “Spectral Flow Analysis” and “SFA License Manager” shortcut icons
are created on the desktop.

Next, proceed to “Starting Spectral Flow Analysis (for the First Time).”

5-051-744-11(1) Copyright Sony Corporation
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Starting Spectral Flow Analysis (for the First Time)

This topic describes the procedure for when Spectral Flow Analysis is started for the first time.

o Double-click the shortcut icon of the Spectral Flow Analysis software.

Alternatively, select “Spectral Flow Analysis” from the Start menu of Windows.

SFA

[

spectral Elow
Analysis

A dialog for selecting the login mode appears.

Q Select [Individual PC mode (default)], then click [Next].

SR Select Login mode

Please select your PC mode. If you select "Shared PC mode”,
then your login infermation will not be saved to your PC,

o Individual Legin mode (default)

Shared Legin mode

Mext

The [Sign In] window appears.

Enter the same email address and password as used when creating the account, then sign in to Spectral
Flow Analysis.
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Sign In

| | Use a single account across multiple Sony group
services Learn more

Sign-In 1D

Email Address

Create Account

Terms | Privacy | Help
CA Privacy Noboe

A dialog for selecting the country or region appears.

’ Select your country or region of residence and language, then click [Next].

Sk Spectral Flow Analysis *

Select your Country / Region of residence and Language for End User Agreement and
Privacy Settings / Privacy Policy.

Country / Region Language
United States v | | English b4

Mext

When the Spectral Flow Analysis software is started for the first time, “End User Agreement” window appears.

6 Read the End User Agreement, place a check mark in [l understand the term of the End User Agreement.],
and click [Accept].
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s Spectral Flow Analysis X

End User Agreement
Country / Region : United States, Language : English
Please read the following End User Agreement carefully.

END USER AGREEMENT =
IMPORTANT: BEFORE USING THE SOFTWARE AND THE CLOUD SERVICE, PLEASE READ
THIS5 END USER AGREEMENT CAREFULLY. BY USING THE SOFTWARE AND THE CLOUD
SERVICE YOU ARE AGREEING TO BE BOUND BY THE TERMS OF THIS AGREEMENT FOR
YOURSELF AND ANY ORGANIZATION ON WHOSE BEHALF YOU ARE USING THIS
SOFTWARE AND THE CLOUD SERVICE. IF YOU DO NOT AGREE TO THE TERMS OF THIS
AGREEMENT, YOU MAY NOT USE THE SOFTWARE AND THE CLOUD SERVICE.

AGREEMENT TERMS

This AGREEMENT is alegal agreement between (i) vou and any entity vou represent (“vou™)
and (i) Sony Biotechnology Inc. (*Sony”). This AGREEMENT governs vour rights and
obligations regarding the Life Sciences Cloud for ID7ooo and the Life Sciences Cloud
Flatform service and software of Sony and/or its third party licensors (including Seny’s
affiliates) and their respective affiliates (collectively, the “THIRD-PARTY SUPPLIERSY),
together with any updates/upgrades provided by Sony, any printed. on-line or other
electronic documentation for such software and such cloud service, and any data files
created by operation of such software and such cloud service (collectively, the
“PRODUCT™). v

[+l understand the terms of the End User Agreement.

Back [ Accept . Cancel

The “Privacy Settings / Privacy Policy” window appears.

, Click the “Life Sciences Cloud Platform Privacy Policy” link and check the privacy policy as required, then
click [Proceed].

Select “(Optional)” as required. The displayed information differs depending on the selected country or region.

4 Spectral Flow Analysis x
Privacy Settings / Privacy Policy
Country / Region : United States, Language : English
Communication Preferences
We will communicate important account-related updates via email and in-2pplication notifications,

If you would also like to receive news, offers and recommendations (including personalized marketing
messages), please select the optional communication preference below before clicking “Proceed” to continue:

[+ (Qptional) Iwould like to receive news, offers and recommendations (including persenalized
marketing messages) from Sony via email and “Life Sciences Cloud Platform” application notifications .

Sony will handle your persanal information according to thj Life Sci lowd Platf i Pali

Personalisation of marketing messages

Subject to your consent above, Sony may use information registered to and asscciated with the account you
sign in to, including operation logs, sccess logs and communication logs on the Life Sciences Cloud Platform
services and applications to provide persenalized news, offers and recommendations,

You can withdraw your consent and opt out of receiving these emails and notification at any time by sending an
unsubscribe message to the email address which is indicated in each email sent by Sony, using the "unsubscribe’
link if it is presented within the message, or by going to the [Settings] of this application.

Back | Proceed Cancel
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When the Spectral Flow Analysis software starts, the [Select Workspace] dialog appears.

a Select the region of the workspace in [Region], select the workspace in [Workspace List], and click [Next].

[Workspace List] displays workspace that has been automatically created in your own name.
Select workspace that is in your own name here.

A Select Workspace

Regian

Morth America ¥

Warkspace List: Properties
ﬁ'ﬁ'ﬁ'ﬂiﬁpﬂ&
I- u Mame: 5FA"s Workspace
Orwemer: 5FA « Life Sciences Clowd Platform

Administrators:

Mext

Q Select [New Project] in [Project List], then click [OK].
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4 Selact Project

jeck List:

~ Properties
Mame: Mew Project
Croner: SFA - Life Sciences Cloud Platform
Administrators:
MNote

The Spectral Flow Analysis software window appears.

e

=

| Hewtouss

Lo e e e ey B4 R et

Hint

and Projects.”

° Emprt experimanty
g it et e o i
= [y =

0 =

i Whaf e

1
L]

@ P Pyl -

s e Ol % Semaryl W% S [ %

» The workspace and project can be renamed later. For details about the setting procedure, see “Renaming the Workspace
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Login Modes

The Spectral Flow Analysis software can be used not just on a PC that is used by one person (individual PC) but also on
a PC that is used by multiple persons in a laboratory or other workplace (shared PC).
Select a login mode when starting Spectral Flow Analysis.

Individual PC mode: This is the mode to use Spectral Flow Analysis on an individual PC that is used by one person.
The login information is saved on the PC for a fixed period of time even after Spectral Flow Analysis is exited, and
the login process is not required at startup during that period.

Shared PC mode: This is the mode to use Spectral Flow Analysis on a shared PC that can be used by multiple
persons. The login information is deleted when Spectral Flow Analysis is exited, and the login process is required at
every startup.

The login process at startup of Spectral Flow Analysis differs depending on the selected login mode. For details about
the operation, see “Using in Individual PC Mode” and “Using in Shared PC Mode.”

5-051-744-11(1) Copyright Sony Corporation
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Using in Individual PC Mode

This topic describes the procedure for when the Spectral Flow Analysis software is started for the first time on an
individual PC.

0 Double-click the shortcut icon of the Spectral Flow Analysis software.

Alternatively, select “Spectral Flow Analysis” from the Start menu of Windows.

SFA

[

spectral Flow
Analysis

After the software version is checked, a dialog for selecting the login mode appears.
Hint

When there is a new software version, an update message appears. Follow the on-screen instructions to update the
software.

Q Select [Individual PC mode (default)], then click [Next].

SR Select Login mode

Please select your PC mode. If you select "Shared PC mode”,
then your login infermation will not be saved to your PC,

o Individual Legin mode (default)

Shared Legin mode

Mext

When the Spectral Flow Analysis software is started for the first time, the [Sign In] window appears.

e’ Enter your sign-in ID, then click [Continue].
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Use a single account across multiple Sony group
services Leam more

Sign-In 1D

OO0 KO0

Crate Account

The following screen appears.

Enter your password, then click [Sign In].

SONY

Sign in to Life Sciences Cloud Platform with one of your
Sony accounts. Learn More

W KON B

Trouble Signing In?

T

If sign-in is successful, the following window appears.

Select your country or region of residence and language, then click [Next].
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Select your Country / Region of residence and Language for End User Agreement and
Privacy Settings / Privacy Policy.

Country / Region Language
United States v | | English v

Mext

The “End User Agreement” window appears.

Read the End User Agreement, place a check mark in [l understand the term of the End User Agreement.],
and click [Accept].

S Spectral Flow Analysis »

End User Agreement
Country / Region : United States, Language : English
Please read the following End User Agreement carefully,

END USER AGREEMENT =
IMPORTANT: BEFORE USING THE SOFTWARE AND THE CLOUD SERVICE, PLEASE READ
THIS END USER. AGREEMENT CAREFULLY. BY USING THE SOFTWARE AND THE CLOUD
SERVICE YOU ARE AGREEING TO BE BOUND BY THE TERMS OF THIS AGREEMENT FOR
YOURSELF AND ANY ORGANIZATION ON WHOSE BEHALF YOU ARE USING THIS
SOFTWARE AND THE CLOUD SERVICE. IF YOU DO NOT AGREE TO THE TERMS OF THIS
AGREEMENT, YOU MaAY NOT USE THE SOFTWARE AND THE CLOUD SERVICE.

AGREEMENT TERMS

This AGREEMENT is alegal agreement between (i) you and any entity you represent (“you™)
and (ii) Sony Biotechnology Inc. (“Sony®). This AGREEMENT governs your rights and
obligations regarding the Life Sciences Cloud for IDvooo and the Life Sciences Cloud
Flatform service and software of Sony and/or its third party licensors (including Seny’s
affiliates) and their respective affiliates (collectively, the “THIRD-PARTY SUPPLIERS"),
together with any updates/upgrades provided by Sony, any printed, on-line or other
electronie documentation for such software and such eloud service, and any data files
created by operation of such software and such cloud service (collectively, the
“PRODUCT™). v

[+ | understand the terms of the End User Agreement.

Back Accept Cancel

The “Privacy Settings / Privacy Policy” window appears.

Click the “Life Sciences Cloud Platform Privacy Policy” link and check the privacy policy as required, then
click [Proceed].

Select “(Optional)” as required. The displayed information differs depending on the selected country or region.
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Privacy Settings / Privacy Policy
Country / Region : United States, Language : English
Communication Preferences
We will communicate important account-related updates via email and in-2pplication notifications,

If you would also like to receive news, offers and recommendations (including personalized marketing
messages), please select the optional communication preference below before clicking “Proceed” to continue:

[+] (Qptional) Iwould like to receive news, offers and recommendations (including personalized
marketing messages) from Sony via email and “Life Sciences Cloud Platform” application notifications .

Sony will handle your personal information according teo th| Life Sci loisd Platf i Pali

Personalisation of marketing messages

Subject to your consent above, Sony may use information registered to and associated with the account you
sign in te, including operation logs, access logs and communication logs on the Life Sciences Cloud Platfarm
services and applications to provide personalized news, offers and recommendations,

You can withdraw your censent and opt out of receiving these emails and notification at any time by sending an
unsubscribe message to the email address which is indicated in each email sent by Sony, using the ‘unsubscribe”
link if it is presented within the message, or by going to the [Settings] of this application.

Back | Proceed Cancel

If sign-in is successful, the Spectral Flow Analysis software starts, and the [Select Workspace] dialog appears.

Hint

The computation time and storage usage limit are determined depending on the license. When the limit approaches, a notification
message appears.

After login succeeds when [Individual PC mode] was selected, the login information is saved on the PC for a fixed period of time
even after Spectral Flow Analysis is exited, and Spectral Flow Analysis can be used without performing the login process at
startup during that period.

For details about the subsequent operation, see “Logging In for the First Time.”

5-051-744-11(1) Copyright Sony Corporation
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Using in Shared PC Mode

This topic describes the procedure for when the Spectral Flow Analysis software is started for the first time on a shared
PC that is used by multiple persons.

0 Double-click the shortcut icon of the Spectral Flow Analysis software.

Alternatively, select “Spectral Flow Analysis” from the Start menu of Windows.

SFA

[

spectral Flow
Analysis

After the software version is checked, a dialog for selecting the login mode appears.
Hint

When there is a new software version, an update message appears. Follow the on-screen instructions to update the
software.

Q Select [Shared PC mode], then click [Next].

SR Select Login mode

Please select your PC mode. If you select "Shared PC mode”,
then your login infermation will not be saved to your PC,

Individual Legin mode (default)

¢ Shared Login mode

Mext

The sign-in window appears.

Enter the sign-in ID and password, then sign in.

After the license is checked, the following dialog appears.

o Select your country or region of residence and language, then click [Next].
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Select your Country / Region of residence and Language for End User Agreement and
Privacy Settings / Privacy Policy.

Country / Region Language
United States v | | English v

Mext

The “End User Agreement” window appears.

Read the End User Agreement, place a check mark in [l understand the term of the End User Agreement.],
and click [Accept].

S Spectral Flow Analysis »

End User Agreement
Country / Region : United States, Language : English
Please read the following End User Agreement carefully,

END USER AGREEMENT =
IMPORTANT: BEFORE USING THE SOFTWARE AND THE CLOUD SERVICE, PLEASE READ
THIS END USER. AGREEMENT CAREFULLY. BY USING THE SOFTWARE AND THE CLOUD
SERVICE YOU ARE AGREEING TO BE BOUND BY THE TERMS OF THIS AGREEMENT FOR
YOURSELF AND ANY ORGANIZATION ON WHOSE BEHALF YOU ARE USING THIS
SOFTWARE AND THE CLOUD SERVICE. IF YOU DO NOT AGREE TO THE TERMS OF THIS
AGREEMENT, YOU MAY NOT USE THE SOFTWARE AND THE CLOUD SERVICE.

AGREEMENT TERMS

This AGREEMENT is alegal agreement between (i) you and any entity you represent (“you™)
and (ii) Sony Biotechnology Inc. (“Sony®). This AGREEMENT governs your rights and
obligations regarding the Life Sciences Cloud for IDvooo and the Life Sciences Cloud
Flatform service and software of Sony and/or its third party licensors (including Seny’s
affiliates) and their respective affiliates (collectively, the “THIRD-PARTY SUPPLIERS"),
together with any updates/upgrades provided by Sony, any printed, on-line or other
electronie documentation for such software and such eloud service, and any data files
created by operation of such software and such cloud service (collectively, the
“PRODUCT™). d

[+ | understand the terms of the End User Agreement.

Back Accept Cancel

The “Privacy Settings / Privacy Policy” window appears.

(" Click the “Life Sciences Cloud Platform Privacy Policy” link and check the privacy policy as required, then
click [Proceed].

Select “(Optional)” as required. The displayed information differs depending on the selected country or region.
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Privacy Settings / Privacy Policy
Country / Region : United States, Language : English
Communication Preferences
We will communicate important account-related updates via email and in-2pplication notifications,

If you would also like to receive news, offers and recommendations (including personalized marketing
messages), please select the optional communication preference below before clicking “Proceed” to continue:

(] (Optional) | would like to receive news, offers and recommendations (including personalized
marketing messages) from Sony via email and “Life Sciences Cloud Platform” application notifications .

Sony will handle your personal information according teo th| Life Sci Lol Platf i Pali

Personalisation of marketing messages

Subject to your consent above, Sony may use information registered to and associated with the account you
sign in te, including operation logs, access logs and communication logs on the Life Sciences Cloud Platfarm
services and applications to provide personalized news, offers and recommendations,

You can withdraw your censent and opt out of receiving these emails and notification at any time by sending an
unsubscribe message to the email address which is indicated in each email sent by Sony, using the ‘unsubscribe”
link if it is presented within the message, or by going to the [Settings] of this application.

i Back | Proceed | Cancel

When the Spectral Flow Analysis software starts, the [Select Workspace] dialog appears.

Hint

The computation time and storage usage limit are determined depending on the license. When the limit approaches, a notification
message appears.

If [Shared PC mode] was selected, the login information is deleted when Spectral Flow Analysis is exited, and the login process is
always required at the next startup.

For details about the subsequent operation, see “Logging In for the First Time.”

5-051-744-11(1) Copyright Sony Corporation
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Workflow

This topic describes the basic procedures to view the data of ID7000 Spectral Cell Analyzer in the Spectral Flow Analysis
software, and perform advance analysis.

Export the data from the ID7000 Spectral Cell Analyzer.

For details about the operating procedure, see “Exporting Data in the ID7000 Software.”

Log in to Spectral Flow Analysis.

For details about the operating procedure, see “Logging In for the First Time” and “Logging In from the Second
and Subsequent Time.”

For details about the operating procedure, see “Importing Data.”

Select the data to be analyzed and view the results of analysis in the ID7000 Spectral Cell Analyzer.

For details about the operating procedure, see “Searching Experiments” and “Viewing Analysis Results.”

Open the [Analysis] tab.

For details about the operating procedure, see “Opening the [Analysis] Tab.”

Add and edit plots or create gates, then analyze the data.

T Import the exported data into the Spectral Flow Analysis software.

For details about the operating procedure, see “Adding Plots,” “Adding Gates,” and “Editing Items Displayed in
the Statistics Table.”

0 Execute dimensionality reduction or BL-FlowSOM, and perform advanced analysis.

For details about the operating procedure, see “Analyzing by Learning Samples” in “Analysis Using the
Dimensionality Reduction Function” or “Analyzing by Learning Samples” in “Analysis Using the BL-FlowSOM
Function.”

5-051-744-11(1) Copyright Sony Corporation
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Logging In for the First Time

Select the workspace and project, then log in.

o Double-click the shortcut icon of the Spectral Flow Analysis software.

Alternatively, select “Spectral Flow Analysis” from the Start menu of Windows.

SFA

(s

spectral Elow
Analysis

After the software version is checked, a dialog for selecting the login mode appears.

e Select the login mode, then click [Next].

The subsequent procedure varies depending on the selected login mode.

See “Using in Individual PC Mode” when using on an individual PC, and “Using in Shared PC Mode” when
using on a shared PC.

When you log in for the first time, the [Sign In] window appears.

e, Enter your sign-in ID, then click [Continue].

Use a single account across multiple Sony group
services Leam more

Sign-In 1D

OO0 0 M

Craate Account

The following screen appears.
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O Enter your password, then click [Sign In].

Sign in to Life Sciences Cloud Platform with one of your
Sony accounts. Learn More

S e S0

BEEERERRR AR

If sign-in is successful, the [Select Workspace] dialog appears.

Hint

The computation time and storage usage limit are determined depending on the license. When the limit approaches, a
notification message appears.

e Select the region of the workspace in [Region], select the workspace in [Workspace List], and click [Next].

[Workspace List] displays workspace that has been automatically created in your own name.
Select workspace that is in your own name here.
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Region
Morth America ¥
Warkspace List: Properties
Manne: SFA's Wedkspate
Orwner: 5FA - Life Sciences Clowd Platform
Administrators:

Q Select [New Project] in [Project List], then click [OK].

A Select Project

Project List: - Properties
Mane:

Hew Praject
Crwner SFA - Lifg Sciences Clowd Platform
Administrators:
Mote:

The Spectral Flow Analysis software window appears.
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Hint

« The workspace and project can be renamed later. For details about the setting procedure, see “Renaming the Workspace
and Projects.”
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Logging In from the Second and Subsequent Time

o Double-click the shortcut icon of the Spectral Flow Analysis software.

Alternatively, select “Spectral Flow Analysis” from the Start menu of Windows.

SFA

[

opectral [Elow
Analysis

A software version check is performed. When the limit for remaining storage space approaches, a message
appears to notify you about it.
Hint

When there is a new software version, an update message appears. Follow the on-screen instructions to update the
software.

If a dialog to select the login mode appears, follow the on-screen instructions to set the login mode.

The computation time and storage usage limit are determined depending on the license. When the limit approaches, a
notification message appears.

The [Select Workspace] dialog appears.

e) Select the region of the workspace in [Region], select the workspace in [Workspace List], and click [Next].
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- Properties -
Manne: SFA's Wedkspate
Orwner: 5FA - Life Sciences Clowd Platform
Administrators:

e Select a project, then click [OK].

A Select Project

Project List:

~ Properties
Mamne: Project 1
Crwnier SFA - Lifg Scrences Clowd Platform
Administrators:
Mote

The Spectral Flow Analysis software window appears.
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Exiting Spectral Flow Analysis

€) Open the [File] tab, then click [Exit].

You can also exit the software by clicking [X] at the top right of the window.

Expeariment

——w

Preference Settings
Print x Chana : Lnna sl

P
ge Sohware Oe

AUt Settings Tor each user

Experiment

Help R e on
r.'_. Logout
B Exit

@ Usage Information

A confirmation message appears.

9 Click [Yes].

The data is saved. In addition, if the analysis server is running, the server is terminated after saving data
completed.

Hint

To forcibly terminate the analysis server while performing lengthy process such as advanced analysis, click [Force

Terminate] button which is shown on the data saving dialog. Please note that the analysis results may be incomplete when
the server is forcibly terminated.

The software exits.

5-051-744-11(1) Copyright Sony Corporation
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Viewing Notifications

Click M at the top right of the window to view the notifications from the system.
When there are new notifications, the number of new notifications is notified in red like A .
Motifieations £t n-?
Filber All notices ¥ Mark all as read

@ 12/16/2022 3:26:00 PM

- Detail
Data Ingestion has been Completed
. - Detail
Data Ingestion has been Completed
Detail

File download URL has been generated

A blue circle mark is displayed for an unread notification.
Click [Details] to view detailed information.
To mark all notifications as read, click [Mark all as read].

5-051-744-11(1) Copyright Sony Corporation
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Updating the Software

When the Spectral Flow Analysis software is started, the following window appears if a new version is available.

Spectral Flow Analysis

There is a new version available for download.

Update Mow

Clicking [Update Now] will automatically download the new installer and update the software.
Follow the on-screen instructions to update the software. Start Spectral Flow Analysis again after the update completes.

5-051-744-11(1) Copyright Sony Corporation
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Exporting Data in the ID7000 Software

Export the experiment data you want to analyze in the Spectral Flow Analysis software from the ID7000 software in
exdat format.
Images in this section are from the ID7000 Software, not Spectral Flow Analysis Software.

Hint

The menus and buttons displayed vary depending on the user account privileges.

0 Display the [Database] window of the [File] tab in the ID7000 software, then click [Export].

v}

" —d o M
Analysis Unmixing Cytometer

Information

D Import
Print - N TR R S

port expeniments from the exported data files
L
Help Export
- :_~_r_:r_:-r! axpanments to the files
Log
M Logout & Backup
Ed Ewat - Back up the database (Administrator Only).

The [Export Experiment Data] dialog appears.

e Select the experiment you want to export, specify the export destination, and click [Export].

Select the experiment you want to export in [Experiment List], then click [Move] to add it to the [Export Experiment
List].
Clicking [Move All] adds all the experiments to the [Export Experiment List].
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[1B] Export Experiment Data
User: | administrator -
Expenment List Exporting Experiment List
Experiment Mare = Expernirnent Mame
[ Experiment 2022/02/28 9:38 [E} Experiment 2022/02/28 8:38
. % Experiment 2022/02/24 17:48 . [B Expeniment 2022/02/24 17:48

Experiment 2022/02/24 17:43
[ Experiment 2022/02/24 15:48
[} Experiment 2022/02/09 10:41 Al
Experiment 2022/02/03 15:57

(R Experiment 2022/02/03 10:05

(R Experiment 2022/02/03 9:54 -

Clear

Cutput Folder: | ChllsersifermiDesktop

EBrowse...

Close

LU_H

Experiment List].
Click [Browse] to select the export destination folder.

Click [Export].
The experiment data is exported in exdat format.

When the exporting completed message appears, click [OK].

0 Click [Close] to close the dialog.

5-051-744-11(1) Copyright Sony Corporation
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Importing Data

You can import the data exported from the ID7000 Spectral Cell Analyzer and upload it to cloud storage, then view the
analysis results in the Spectral Flow Analysis software. Please note that data containing the personal information of
subjects cannot be handled in Spectral Flow Analysis.

o Display the [Experiment] window of the [File] tab in the Spectral Flow Analysis software, then click [Import].

SRA

1 Fil Analysis Unmixing Sample Group - 1

Information

D Import
Print *  Import experiments from the exported data files.

Heln Export

* Export expariments to the files
N Lagout
E3 Exit

The [Import Experiment Data] dialog appears.

9 Specify the experiment to import, check that it does not contain any personal information of subjects, place
a check mark in the [l confirmed that the import files do not contain any personal information of subjects.]
checkbox, and click [Import].

SFA |rport Experiment Data

Import File(s): | ChUsers\fernpchDesktopt SEANDT000-20220807-1730 Browse..,

| | confirmed that the import files do not contain any persenal information of subjects.

. 0%
Import Close

The experiment data is imported and uploaded to cloud storage.

G’ When the upload start message appears, click [OK].

The experiment metadata is registered in the database, and uploading to cloud storage for measurement sample
data starts.

o Click [Close] to close the dialog.

The experiment metadata is registered, uploading of the measurement sample data to cloud storage and
processing start, then the experiment data is added to [Experiment Explorer] on the [View] tab.
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xpenment Explorer <

C} Search

) 5FA = Life Sciences Cloud Platform

b [ [ Experiment 2027/05/13 927
& [ O Experiment 2023/03/01 1113

When uploading to cloud storage for measurement sample data completes, the analysis process is executed
automatically in the cloud, and the analysis results can be viewed on the [View] tab.

A busy icon is displayed for an experiment in the process of being imported.

You can confirm the progress of the import process for each sample from the following icons.

24 Tube Rack (SmL) - 1 =
O = Color coded by: | Sample Group ¥ ]
=1} a2 [} od 05 (-]
. |e®%e o%| [e%]| /7 .'f_ ..\’| §
i‘. I.l' .-l '-kh__./,.' "\_,-—" E
. (0% | |e"e| |0% A Al 7 - -“‘I
-.'l- l.- L : : '.\h_ ) J
A ) O O (Y ()| 2
g | | | 1 \ | | |
L Y A o N | =
N N N YN Y Y

[%] : Uploading (initial)/enabled
: Upload completed and processing (prepared and processing)/enabled
: Processing completed (done)/enabled
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Searching Experiments

Search for experiments by date and keyword.

o Open the [View] tab, specify dates and keywords in [Experiment Explorer], and click [Search].

Clicking |m| displays a calendar to specify a date.

WA L]
Expenment Explorer <<

Experiment List

WViaw

From: i1 To:
!(r,-:_.-'.'.;,hrd:

™ @ "
i Search

Analysis

| SFA - Life Sciences Cloud Platform

[ Experiment 2021/05/13 9:27
[ Experiment 2023/03/01 11:13

Librany

The experiments are searched using the specified criteria, and a list of experiments appears.

9 Open the desired experiment, then select a sample to analyze.

The data is displayed on the worksheet.

-— Y

T

] v v |

S A Y SRV R
In. o= [« O o
j
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Selecting a Sample for Analysis

An experiment consists of plates, sample groups, and samples as shown below.

| Experiment |

— Pl |

—| Sample Group -1 |

Sample -1 |

Sample - 2 |

—| Sample Group - 2

Sample -1 |

Sample - 2 |

—{ Sample Group - 3 |

—[ Plate - 2 |

Sample Group -1 |

Open the experiment you want to analyze in the experiment list on the [View] tab, then select a plate.

9 Select a sample to analyze on the [Plate] panel.

The analysis data is displayed on the worksheet.
If you select a plate then select a well/tube, the data is displayed on the worksheet for the corresponding well/tube.
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Viewing Analysis Results

View the analysis results for the data of the ID7000 Spectral Cell Analyzer on the [View] tab.

Note

You can only view analysis results on the [View] tab. To further analyze data, you need to switch to the [Analysis] tab. For the
operating procedure, see “Opening the [Analysis] Tab.”

To display data for analysis

Search for the target data in the [Experiment Explorer] pane on the left side of the [View] tab, then select the well you
want to analyze.

Main functions of the [View] tab

1 2
In. [+ 0 s 0 o
e B
P ey
™ v v Ll
V] V] V] V]
5 o« p.... O o
6 5 4 3

1. [Experiment Explorer] pane
Selects data to analyze. You can also search experiments by date and keyword.

2. Plots
Displays the data of analysis results.
A plot that lists the spectra of each laser is called a “ribbon plot.”

3. Statistics table
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Displays statistics calculated automatically from acquired data.
4. Gates
Configures settings to group events with common characteristics, isolating them from all other events.

5. [Experiment] panel
Displays the structure of the experiment.

6. [Plate] panel
Displays a list of wells. You can switch the display to list view or map view.
The icon of a well/tube varies depending on the worksheet mode.
() : [Shared] mode
| [Individual] mode

5-051-744-11(1) Copyright Sony Corporation
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Opening the [Analysis] Tab

To further analyze the data imported from the ID7000 Spectral Cell Analyzer, you need to switch to the [Analysis] tab.

o Right-click the experiment to analyze in the experiment list on the [View] tab, then select [Start Analysis].

You can also perform the same operation by selecting the experiment to analyze and clicking [Start Analysis] at the
bottom of the window.

wh ]
Experiment Explorer L4 .
% | Experiment List
> ™ Work:
From: i) To: En
K::.*..'.ard:
'i_:* {1 Search
=
| SFA - Life Sciences Cloud Platform
[ Experiment 2022/08/27 21:04 (2)
3| | I <
= Start Anabyss &
= Ui e g
B £x Cuplicate Experiment £
3 ex
I:E Exg Celete
[E Exgp Properties

[ Experiment 2021/05/13 927 (1)

[ Experiment 2023/03/01 11:13

[ Experiment 2023/03/01 11:13 4)
13

[ Experiment 2023/03/01 11:13 (8)

{n

L]

The next dialog appears.
e Select an analysis server type, then click [Yes].

SFA Select server type

Please select the analysis server type. Type: High is recommended
if the selected experiment contains large size sample data.

High s Base

Yes Mo

The specs of the server to be used differ depending on the analysis server type. If [High] is selected, a server with
high specs is used, but a lot more computer time will be consumed. Normally, selecting [Base] is recommended.
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Compared to when using the [Base] type of analysis server, the [High] type of analysis server consumes twice as

much CPU time per hour as the [Base] type.
When the analysis service becomes available, the tab switches to the [Analysis] tab and the following message

appears.

Click [OK].

s Spectral Flow Analysis

The analysis server becomes ready to analyze data.

After a while, the experiment becomes active and analysis will be possible.
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Adding Plots

You can add plots to the worksheet.

o Click the type of plot to add in the [New Plot] group on the [Worksheet Tools] tab of the ribbon.

SFA | =3 | =
1 |!‘==F-| Analysis Unmixing Well - A03
p [ [=]=]
= <. A is 'T_ |'=' H
B s @ @ ke D iy Bt IR HE
Density Dot Contour Color fxis Histogramm Spectrumn Ribbon | Show Snzpto | Auto Change

Grid Grid Arrange Palette =

Mew Plot Alignment View

=]

A plot is added to the worksheet. The new plot created represents the [All Events] population.

e) Change the layout of plots, as required.

You can change the position of plots by dragging the title part of target plot and dropping it to a new location.

R T e e _‘| TR oA - . Sl - - -
W e i T e o L et S oo e A
.:-' La ey L T T T T - T T #r T I_._ T T T T T T v
1 k- v BN " i L 3 L W & L L L
g
B B
B A v L] Beeris | Parenir’
H &3 o I o WL
W [
W L=

FSC_A w00 200

% | e e g

Gooap * || @
|«
| o} os-
| 2
5 >,
.-'}I
J il
as ¥
FICA w1 05508

You can also zoom in/out to change the display size of plots individually by dragging the bottom right of the plot.
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Changing Axis Scales

Select a plot on the worksheet, then click the desired axis scale using the buttons in the [Scale] group on the [Plot Tools]
tab of the ribbon.
You can also drag the axis on the plot to change the axis scale.

Well - 401 All events
Axis:| Linear - | X% | | | _
& ¥ Axis Ly 1$b- — I j
Rernove . . | Swap Auto Adjust Auto Adjust Auto Adjust Zoom  Default
Plot ¥ Ayis:| Linea ) ¥ Aais) [¥ Axis) Adjust =

Srale

For details about the function of each button, see “[Plot Tools] Tab (Ribbon).”
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Changing Axis Parameters

Click the axis title and select the desired parameter from the context menu.
Parameters are grouped by [Scatter (Area)], [Fluorochrome (Area)], [Others], [Scatter], [Fluorochrome], and [Detection
Channel], and are displayed for each excitation laser.

Example: Changing the X axis to FSC area data
Click the X-axis title and select [FSC_A] from the popup menu.

[m] Ilﬂﬂ ! — — — Lt Lo M
° N*‘:;-_;e | FSCA S5C_A

g 355nm 405nm 4BRnm 561mm 63Tam B08nm

=< | cose_puvaes A CO19_Bva21_A COE_AFS32_A CCRT_PE_A CD127_APC-RT00A CD2T_ARC_A Dizpl
[Live-Dead Blue] A CCRE BVSI0_A CO123_PE-CyS_A CD24_PE-DaxdleS04 4 CDIB_APC-HT_A
CD38_BUVAIE A CD3_BVE05_A HLADR_BET00_A
CD14_BUVSE3 A CD2Z5_BVE50_A CO45R0_PE-CyT_A
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! i L5 T - e ol r 5 —— B
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Changing the Source Gate of a Plot

Click the gate name on the top left of a plot and select the root gate from the drop-down list.

B All events
[
HE

u.l_'l
X
3
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Changing Several Plots Simultaneously

You can select multiple plots on the worksheet and apply the same settings to all plots at the same time. The settings
that can be applied to more than one plot at the same time include changes to gates and axis parameters (for example,
FSC to FITC), changes to axis scales (for example, Max 1 x 10%to 1 x 105), and changes to axis scale type (for
example, log to linear).

This topic describes changes to the root gate as an example.

o Select the target plots, and then select the root gate.

You can select multiple plots by clicking plots while holding down the Ctrl key.
CeEeR e
< k] 2
ﬁ 1= § 1
8 g
o 1
§ 5= ﬁ 5=
B: 261 %
:;-'_'.'-.:'_ -
i
5 ' 0 -
a5 1 15 1
FSC_A 1, 000000 | F5C_A 11,000,000
Gabes and Stabatics
The root gate is changed on the selected plots at the same time.
T = E5E
1 10 20 38
ma Ha
g g '
g :
. ]
ub-‘:\- 5= .ﬁ 05=
SEEX ~ i
o ; o :
4 1 15 1
F5C_A a1, 000000 | F5CA 1,000,000
Gabet and Smbaticr

You can apply the same operation to multiple selected plots at the same time using the [Plot Type], [Scale], and [Copy
Picture] group buttons on the [Plot Tools] tab of the ribbon.
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Changing the Plot Type

Select a plot whose type you want to change on the worksheet.

e Click the target plot type in the [Plot Type] group on the [Plot Tools] tab of the ribbon.

The same operation is available by right-clicking a plot and selecting [Plot type].
The diagram below shows changing to a histogram plot as an example.
SFA | =y | = ches ol Do nlc
' -?F-| Analysis Unmixing APC All events
E |! Density I@ Contour I_;b & ¥ Axis:| Biexponential v
5 2 Dot w* Color Axis =
Cuplicate Remaove
|,h Histogram Plot Plot
Plot Type Edit
The type of the selected plot is changed.
B ANl events ]
g
200~
2 3
& A
100-
n =l
1
FSC_A x1,000,000 ]
= Gates and Statistics

5-051-744-11(1) Copyright Sony Corporation

89



SONY

Help Guide

SFA - Life Sciences Cloud Platform

Duplicating Plots

o Select a plot to be duplicated on the worksheet, then click [Duplicate Plot] in the [Edit] group on the [Plot
Tools] tab of the ribbon.

The same operation is available by right-clicking a plot and selecting [Duplicate].

SFA |¥) |5
|:7"-| Analysis Unmixing Well - 401 All events
= % Density @ Contour k- |3( ¥ Axis:| Linear -
@ : . '
= [z Dot %* Color Axis =
Duplicate (Jemove Linaar -
lia Histogram Plot Flot Axisr| Linea
Flot Type Edit

The selected plot is duplicated.

e Edit the duplicated plot, as required, using the buttons on the [Plot Tools] tab of the ribbon.

For details about each button, see “[Plot Tools] Tab (Ribbon).”

5-051-744-11(1) Copyright Sony Corporation
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Removing Plots

Select a plot to be removed on the worksheet, then click [Remove Plot] in the [Edit] group on the [Plot Tools] tab of the

ribbon.
The same operation is available by right-clicking a plot and selecting [Remove].

SFA |8 |5
If?l'-| Analysis Unmixing Well - A01 All events
E % Densty (@ contour I:._ |$( ¥ Axis:| Linear -
= |_ Dot w* Color Axis —
Duplicate| Remove | Linear -
|ise Histogram Plot Plot Awis:| Linea
Flot Type Edit
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Adding Gates

You can separate events into groups by drawing gates around the events on plots. Gates of different types (Rectangle,
Ellipse, Polygon, Quadrant, Linear) are available which can be drawn to match the distribution of events. Adding a gate
allows you to display a new plot representing the population of events that fall within the gate.

o Select a plot on which to add a gate.

Zoom in or out on the plot, as required, using controls in the [View] group on the [Worksheet Tools] tab of the ribbon
to make it easier to draw the gate on the plot.

fell - AD1 All events

 BR R BEQaERE

s | Show | Snapto | Auto C*a"ge; 100 || Show | Edit =]

Grid | Grid | Amange | FPalette~{ 5= | Table Statis!
0% [A0T) Well - A
5% —
100%
1508,
2005
400%

e Click the button for desired gate type to surround the target population in the [New Gate] group on the [Plot
Tools] tab of the ribbon, and draw a gate on the plot.

Alternatively, right-click the plot, then select the gate type from [Insert Gate] in the context menu.
Spectral Flow Analysis
. " S B M
il |=|; 0 O A H hgg  LJ

Default | Sgecirum | Rectangle Ellipse Polygon Quadrant Linear | Sync Scale  Copy
Adjust = say and Gate  Picture

View Mew Gate Too

[Rectangle]: Adds a rectangle gate.

[Ellipse]: Adds an ellipse gate.

[Polygon]: Adds a polygon gate.

[Quadrant]: Adds a quadrant gate. Quadrant gates are added with the intersection point of the quadrants at the
position of the mouse click. Gates “<gate_name>-Q1” to “<gate_name>-Q4” are added to the four quadrants on the
plot. Drag the intersection point to change the size of the quadrants.

[Linear]: Adds a linear gate. Linear gates can be added to histogram plots only.

The gate is added to the plot and the population percentage statistic for the gate is displayed.

Example: Polygon gate
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Example: Linear gate

@ All events

e Edit the name of the gate, the displayed statistic, color, and other preferences, as required.

Select the gate, click [Gate Manager] or [  in the [Edit] group on the [Gate Tools] tab of the ribbon, and configure
the settings in the displayed dialog.

SFA |9 ™= Worksheet Tools Plot Tools
File . Analysis Unmixing Well - AT All events B ]
z ) | 29 | rontsie| 120t - ANEENENN |__|‘ I_‘
= Fi'fmn}fe Gate . . . . . . . . Edit Den
Gate | Mananer l‘-'1"'5"ti5t:’::| Parent? M Colar =
et [5] Label Color

[Gate Manager]: Displays the [Gate Manager] dialog. For details about the setting items, see “[Gate Manager]
Dialog.”

l_i : Displays the [Gate Properties] dialog. You can perform the same operation from the right-click context menu.
For details about the setting items, see “[Gate Properties] Dialog.”
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Editing Gates

You can change the shape of and settings for gates on plots.

To change the shape of a gate

Select the gate and drag the drawing handles to change the shape.
For quadrant gates, drag the intersection point of the quadrants to another position to change the gate.

To move a gate

Select the gate and drag the gate to the desired position.

To rotate a gate

You can rotate polygon and ellipse gates.

o Select a polygon gate or ellipse gate.

B All events
§ 1

8

=T

L 05

0 Move the rotation handle to rotate the gate in any direction.

@ All events
§ 1

g

=

L 05
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To change gate color and statistics information

Select a gate, then select the desired color in the [Color] group on the [Gate Tools] tab of the ribbon.
You can change the font size and the statistic that is displayed for a gate on a plot in the [Label] group.

SFA | €y ™= Worksheet Tools Plot Tools ate To...
| File | Analysis Unmixing Well - ADT All events B I
E G q:—* Fornt 5'zer| 12 pt - | . [ | . . . . . D% I_..
E = AEEEEEEEER
Remove (Gate N Edit Density
Gate  Manager statist ':'| Farenti - Color =
B Edit F | abel Color

To change gate settings

Select the gate, click [Gate Manager] or | ] in the [Edit] group on the [Gate Tools] tab of the ribbon to display the [Gate
Manager] dialog or [Gate Properties] dialog, respectively, and then change the settings.

SFA | ™|+ Tools Plot Tools ate To...
| File | Analysis Unmixing Well - 401 All events B I
z o b Font Size:| 12 pt - HANNENENE |__'% I!
= x EEEEEEER N
Remove Gate e | Paranti - Edit Density
Gate | Manager siatisticy | Fare Color =
IL Edit E L abel Color

For details about the settings items, see “[Gate Manager] Dialog” and “[Gate Properties] Dialog.”

To delete a gate

Select the gate to be deleted, then click [Remove Gate] in the [Edit] group on the [Gate Tools] tab of the ribbon.
Alternatively, right-click the gate and select [Remove] from the context menu.

Note

Deleting a gate will delete all data and statistics for the gate, including all child gates and plots derived from the gate.

To move a gate
Right-click the gate you want to move in the statistics table, and select [Cut] from the context menu.
Right-click the move destination gate, and select [Paste] from the context menu.

To duplicate a gate

Right-click the gate you want to duplicate in the statistics table, and select [Copy] from the context menu.
Right-click the duplicate destination gate, and select [Paste] from the context menu.

Note

Gates cannot be moved to another worksheet. When duplicating gates on other worksheets, some gates may not be duplicated
due to the difference of fluorochromes in the color panel.
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Editing Items Displayed in the Statistics Table

o Click [Edit] in the [Statistics] group on the [Worksheet Tools] tab of the ribbon.

Alternatively, right-click the statistics table and select [Open Statistics Editor] from the context menu

Il events B
s EaBERE2 B K
- (1] N » :
Auto Change 100 Show | Edit Export Gate Owerlay
Arrange Palette = %~ Table Statistics = | Manager | Workshest =
WView Statistics Gates Crve

LRET ay

The [Statistics Editor] dialog appears.

6 Edit the items displayed in the statistics table.
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S Statistics Editor - a =

Mame Equation

& ANl events -
ma A
me B

[ Meta Cluster_1_f9addb (B) AMD "Meta Cluster_1_fJaddb"

Meta Cluster_2_foaddb (B) AND "Meta Cluster_2_foaddb”

[ Meta Cluster_2_f9adSb {B) AND "Meta Cluster_3_fSad9h"

[ Meta Cluster_4 fSad%b (B) AMD “Meta Cluster_4_f%ad%b”

Meta Cluster_5_fladdb {B) AND "Meta Cluster_5_f3adb"

[ Meta Cluster_fi_f3addb (B) AND "Meta Cluster_&_f3addb”

[ Meta Cluster_7_fSadSh {B) AMD "Meta Cluster_7_fSad9b” v
Parameter Type 'm|Mea | [®]|Min. | [=]Max. | [=]5D [m]| CY ® Med | =) Mod
e s T -
55C Area | v [] .f [] |1r_

CD56_BUV3AS Area | " [+ ¥ [+ [+ v"
[Live-Dead Blue] Area | " [ w" ] [+ +
CD3E_BUWA%S Area ] o [+ o [ ] [+ .
Add Delete
Close
|
3 2 4

1. Select a gate.
The display parameters and statistics values for the selected gate are displayed in the lower area.

2. Click [Add] to add statistics for fluorochrome parameters and pulse parameters.
A new parameter configuration item is added to the bottom with each click. Select [Parameter] and [Type] to
select the parameters to display.

3. Place a check mark in the checkboxes for the statistics you want to display for each fluorochrome and type
parameter.
4, Click [Close] to close the dialog.
Hint

To delete a pulse parameter, select the pulse parameter row and click [Delete].

To copy item settings displayed in the statistics table to another gate

Select the copy source gate, then right-click and select [Copy] from the context menu. Then, select the copy destination
gate, then right-click and select [Paste] from the context menu.

To change the width of columns in the statistics table

97



Drag the right edge of a table column to change the width of the column.

98



SONY

Help Guide

SFA - Life Sciences Cloud Platform

Exporting Statistics Table Information as a CSV File

You can export the statistics table as a CSV file.

o Click [Export Statistics] — [Sample] in the [Statistics] group on the [Worksheet Tools] tab of the ribbon.

Spectral Flow £

= EQAERE ® A &

Auto Change 100 Show Edit Export Gate Owerlay Print
Arrange Paletter %~ Table { Statistics =i Manager | Worksheet ~
i View Sample Gates Crerlay Prirt

E |

The [Export to CSV File] dialog appears.

e’ Specify the path of the CSV file export destination, then click [Export].

S Export to CSV File X

Qutput Path | ChUsers\fempeDesktoph SRANdata20230110_Expenment 001.cov

N 0% || Eon

Close

Information for the statistics table displayed on the worksheet is saved in a CSV file.

When the exporting completed message appears, click [OK].

o Click [Close] to close the dialog.

Sample CSV file export
A B C D E F G H [ ] K
1 Name Events  Parent[%]  Totall%]  Mean Min. Mai. sD v Median Mode
2 All events 20406 100.00%  100.00%
3 FSCLA 521866.5 11152270 3395048  6505.59% 4613088 4236744
i S5C_A 559019.1 5041198 3731836  6558.37% 7061533 742013
5 [Live-Dead Blue]_A 230884 -114086  122865.4 3449.69  14941.20% §58.54 680,34
6 | CD35_BUVASE_A 0
7 | CDS6_BUV39S_A 0
8| a 3945 1933%  19.33%
9 B 518 2.54% 2.54%
0| ¢ 12155 50.57% 59.57%
11
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Displaying Multiple Spectral Data Overlaid

You can overlay spectral data of multiple plots on a single plot to compare analysis results.

0 Click [Overlay Worksheet] in the [Overlay] group on the [Worksheet] tab of the ribbon and select the
worksheet display method for overlays.

Spectral Flow Analysis

QAERE D h A

100 Show Edit Export Gate Crverlay Print
o Table Statistics » | Manager || Worksheet = |
statis Half Wiarkshest View Pt

Full Worksheet View

Hide Cwerlay Worksheet

[Half Worksheet View]: Displays the overlay worksheet in the bottom half of the worksheet.
[Full Worksheet View]: Displays the overlay worksheet occupying the full area of the worksheet.
The overlay worksheet is displayed on the worksheet.

Display example: When [Half Worksheet View] is selected

pnq - rems - I
~&Lam&hmumt5 EaDRE © b &

| S - A Tohaent - U el - A3 -

LIS O« O a» o
R !
: |
: . _‘:..::,‘ - ..-'1 ‘.,'_H‘;ﬁﬂé;_'hﬂ F':'-"‘. h.._ &
: SREEEAR e et I e el
& : L e |

';:"I‘:h.“_‘lm 1 =] =] o o o a

e) Right-click a spectrum or ribbon plot with the spectral data to be overlaid, and select [Send to Overlay]
from the context menu.

The spectral data is displayed in the plot of the overlay worksheet.
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You can show/hide the spectral data by turning the checkbox in the legend on/off.

Owverlay Worksheet

3 358nm B 2050m 3 4880m 3 s51rm 3 s37nm

i

inberity_A

e B B R B i paa I S
b 354 ] 2 E - F EU I E T

Gate | Sample Sample Group Index | Plate Experiment Events
- C | Well- 401 | Sample Group - 1 A0 | 24 Tube Rack (Sml) - 1 | Experiment 2023/03/03 12:13 12121

To delete spectral data

You can delete the spectral data using one of the following methods.

Right-click a row in the legend of the overlay plot and select [Remove].
Right-click within the overlay plot, and select [Remove All] from the context menu.

To change the spectral data type

Right-click within the overlay plot, and select [Change Data Type] - [Mean] (average), [SD] (standard deviation), or [CV]
(coefficient of variance) from the context menu.

To export the overlay plot data as a CSV file

Right-click within the overlay plot, and select [Export Data to CSV File] from the context menu.

To copy the overlay plot and legend to the clipboard

Right-click within the overlay plot, select [Copy to Clipboard] — [Overlay Plot] or [Overlay Plot with Legend] from the
context menu, and paste into another application.
You can paste the image into an external application, such as Microsoft PowerPoint or Microsoft Word.
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Ending Analysis (Terminate the Server)

To terminate the server when ending analysis, perform the following procedure.

o Open the [File] tab, then click [Exit].

You can also exit the software by clicking [X] at the top right of the window.

SHA
Experiment
1 Pref Setti
reterence >etungs
Print x Change software default settings for each user
Experiment
Helo :‘.1 Workspace and Project Information
ﬂ Logout
B Eqdt

@ Usage Information

A confirmation message appears.

6 Click [Yes].

After the data has been saved, the analysis server will be terminated.
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Undo/Redo Function

Undo/redo buttons are located in the title bar of the main window. Worksheet actions, including those listed below,
support the undo/redo function.

SFA LRV B
I!?F-| Analysis Unmixing Well - AD1
L o _ [+]
% Matrizz | Unmixing Fﬁ EE
- -

¥| Use commeon matrix “zlculate | Apply | Unmixing
atri Settings

Experiment Explorer

Creating plots or gates

Deleting plots or gates

Editing plots or gates
Resizing/moving worksheet items
Editing the [Gate and Statistics] table
Adjusting the Spectral Reference

Actions, such as those listed below, do not support the undo/redo function.

[Sync scale and gate]

[Change palette]

Changes to the [Spectrum Display]

[Edit color]

Changes to the worksheet mode

Copying and pasting worksheets

[Unmixing] — [Apply] on/off

When a dialog, such as the [Plot Properties] dialog, [Gate Properties] dialog, [Gate Manager] dialog, or [Statistics
Editor] dialog, is displayed

Changes to the zoom factor of the worksheet

Changes to displayed events

Adding plots from the [Unmixing Viewer] or [Autofluorescence Finder]
[Data Cleaning]

[BL-FlowSOM]

[UMAP]

[FIt-SNE]

5-051-744-11(1) Copyright Sony Corporation
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Creating a Spectral Reference

A spectral reference provides information about the shape of the fluorescence spectrum, which is used for fluorescence
unmixing. A spectral reference can be created from the acquisition data of a single stain control.

0 Import a single stain control using the target fluorochrome.

Note

A positive control (PC) and a negative control (NC) acquired under the same acquisition conditions are required.

The positive and negative controls differ only in the presence/absence of staining. Basically, the same type of particles

must be used. For example, if a single stain beads control is prepared as the positive control, import a control using the
same type of beads, unstained, for the negative control.

e Open the desired experiment, then select a sample to analyze.

Set Positive and Negative controls for each fluorochrome.

Set gates corresponding to the positive control and negative control populations, for the prepared single stain
controls and unstained control, and assign them to the fluorochromes in the [Unmixing Settings] dialog.
Example:

1. Add a gate to the density plot for the FITC single stain control.
Display the FITC single stain control, click [Ellipse] in the [New Gate] group on the [Plot Tools] tab of the ribbon,
and add the gate to the FSC-SSC density plot.
You can adjust the axis scale or zoom the plot, as required, if the gate is difficult to draw.

M All events

2. Add a histogram plot and add a gate to the FITC positive population.
Right-click the gate added in step 1, and select [Create a Child Plot] — [Histogram Plot] to add a histogram, and
change the horizontal axis to FITC-A.
Select the histogram plot, click [Linear] in the [New Gate] group on the [Plot Tools] tab of the ribbon, and add a
linear gate to the FITC negative population.
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| F2.76%

Events

You can display a spectrum chart by right-clicking the gate for the FITC positive population and selecting
[Create a Child Plot] — [Spectrum Plot] to check that the gate is set appropriately.

Inintensity_A

3. Click [Unmixing Settings] in the [Unmixing] group on the [Unmixing] tab of the ribbon.

™= Worksheet Tools
i Analysis Unmixing Well - 401
Unmixin - Eg L] H
| Unmiing I B B o B~ B -
-ommon matrix Caloculate  Apply | Unmixing pectral Reference Unmixing Load Spectral
Matrix Settings Adjuster Viewer =  Reference
Unmixing Spectral Reference

The [Unmixing Settings] dialog appears.

4. Assign the configured gate to the FITC positive control.
Click [Positive] for FITC in the fluorochrome list, and select the gate set for the FITC positive population from

the displayed list.
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Flusrachrome

Index | Marker
1
2
3

FHRE|[G

0008

@ A (Unstaimed)
@ A (Unstained)
@ A(Unstained)

Set the gate for the unstained control corresponding to the FITC positive population above.

Repeat steps 1 to 3 for the unstained control.
First, set a gate for the data for the unstained control.

Next, add a histogram plot.

ma

200 =

Events

1004

'

10
CO3_FITC_A

10
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Display a spectrum plot to check that the gate is set appropriately.
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Inintensity_A

The populations specified for Positive and Negative must basically be the same type of cells. Accordingly, on
the FSC-SSC plot, the gate should be set in roughly the same position as the gate for the FITC positive
population. If not set correctly, the correct spectral reference will not be obtained due to the effects of

autofluorescence of cells.

6. Assign the configured gate to the FITC Negative control.

B4 Unenaing Settings - o w
Codor Pansel | Matric .
Urinversal Megative >
Fluorochrome Add of--- v Bl (AL v ]| 8
Index | Pdaricer Fluotocheome Ex Laper | hdode SR Megative Positive i
1 fl Fe 43t0m 0 Op-- | @ Pasitive {FITC) E
z [ ee a82am o @ @ Pusitive (PE) i
3 B e §37nm 0 O|Universl Negative @ Positive (PC)
Zeeo Reference
B a3 pverns
BE
[
W Fositece
@mc
Ho

7. Assign the gates for Positive and Negative controls for all fluorochromes in the same way.

W Unmeang Setting: _ o W
Codor Panel | Matein )
Urreerisl Megatnog >
Fluorachrome | Add 0= v Ex Lazer | ALL ¥ E
Inden | Paricer Fluotochsome Ex Laper | bode R MHegative Poaitive i
1 f e 48tnm Q@ Hegstive (I @ Positive (FITC)
H [ e itnm O @ Negstnve(PE) @ Positive (PE)
3 | 3T O @ Negstne (APC) @ Positive (APL)

When assigning an unstained sample that is common to multiple fluorochromes, you can assign a gate to
Universal Negative and then set the Negative of each fluorochrome to Universal Negative to eliminate the need

for individual Negative gate settings.

9 Click [Calculate].
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The fluorescence unmixing is calculated.

SR Megative Positive
o @ ®---

Autofluorescence =

Calculate

Close

If a data saturated warning appears

When calculating a spectral reference, the percentage of event data that was saturated at the time of acquisition in the
gates set to the positive gate and negative gate is evaluated, and a warning is displayed if it is determined that the
quality will be affected. If you want to exclude saturated event data from the spectral reference calculation, place a check
mark in [Calculate Spectral Reference without saturated event(s)], and click [Continue].

If a caution mark appears in the [Unmixing] panel

The quality of each spectral reference is evaluated when it is calculated. If a spectral reference conflicts with the
following conditions, the quality is deemed to be bad, and the caution mark appears for the corresponding fluorochrome
in the [Unmixing] panel.

S Unmixing Settings

Coler Panel || Matro

Universal Megatn
Fluorochrome Add o---
Index | Marker Fluerechreme Ex. Laser | Mode SR Hegative
1 LS 488nm  Normal & | @ AFmg
2 |_ PE 4828nm Marmal iy |'® B(PE)
3 I;,,pc £37nm Marmal dy |'® DiAPD)

The reason can be displayed by hovering the mouse over the caution mark.
Spectral index error

The caution mark appears if the spectral index value derived from the Area/Height parameters of the data used to
calculate the spectral reference is less than 5.
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Universal Negative ?
D| oo v | Ex. Laser:| ALL v b
| SR | Negative | Positive [ = g
Ay @ Negative (FITC) @ Positive (FITC) 'i
My @ Negative (PE) &

A N e (APC)

| Positive control s too dim. Spectral Index error. |

= Negative value error

The caution mark appears if the negative value in the calculated spectral reference is higher than 10% of the
maximum positive value.

= ®
Universal Megative |
ﬂ'| o v | Ex. Laser;| ALL b bt
SR | Negative | Positive [« ;
My @ Hegative (FITC) @ Positive (FITC) E
Ay @ MNegative (PE) @ Fositive (PE) k-
Ay @ Ne APC) @ Positive (APC)
[ Positive controd is too dim. Negative value error i

If a conflict occurs, the following types of waveforms are displayed.

- o 4
Spectral Reference <L
Ex. Laser: | ALL ¥ | |[4230m
5 T

FITC)
sitive (PE)

e8P0

| 637nm

To remove a fluorochrome from the list

Right-click the target cell, and select [Remove Fluorochrome].
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S |nmixing Settings

Coler Panel | Matrix |

Fluorochrome | || Add |

Open Positive Sample

I e Open MNegative Sample
Clear Gates
Clear Spectral Reference

Edit Flinrnchrome

| Ihnw:ﬁmmd‘umn: II
Properties |

When the confirmation message appears, click [Yes].
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Registering a Spectral Reference in the Library

You can register a calculated spectral reference in the spectral reference library.

o Right-click [Fluorochrome settings] in the bottom right of the [Unmixing Settings] dialog, then select [Add
to Library] from the context menu.

L wr
a Q

Q@ o

Y

Color Panel Settings * | Fluorochrome Settings =

Load from Library

Add to Library
SR Megative Positive
O @ @ AF-A (Well - A01)
O @ @ AF-B (Well - AD1)

Autofluorescence *

Caleulate Apply

The [Add to Library] dialog appears.

Place a check mark for the spectral reference to register in the library, enter the required metadata, and
click [Add to Library].
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The spectral reference is added to the library.
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Applying Fluorescence Unmixing

Click [Apply] on the [Unmixing] tab of the ribbon to perform fluorescence unmixing.

o |=
| Amalysis Unmixing Well - A01
Unmixin v = o it
e L] Eg: ) | i I [Da T
s common matrix Calculate] Apply |Jnmixing | Speciral Reference Unmixing Load Speciral
Matrix Settings Adjuster Viewer =  Reference

Spectral Reference
Before unmixing

. L

Alexa Fluer 532_&

After unmixing

- L

Alexs Fluar 532_4

FITC &

Analyzing Indexed Data

Use the various tools to analyze the data.
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Adjusting Spectral Unmixing Manually (Spectrum)

You can adjust fluorescence unmixing graphically on the worksheet using a mouse if you want to adjust the fluorescence
unmixing values obtained using the spectral reference.

Hint
Changing the spectral unmixing on a plot will also change the unmixing on other plots having the same fluorochrome as one of its

parameters, changing the position of events. Accordingly, you should add plots for the required spectral parameters to the
worksheet before adjusting spectral unmixing manually in order to monitor the effect of adjusting the unmixing on each plot.

Display the worksheet for the well whose spectral unmixing you want to adjust.

Create a density plot or dot plot, and specify fluorochromes for both the X axis and Y axis.

©
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e’ Click [Spectral Reference Adjuster] in the [Spectral Reference] group on the [Unmixing] tab of the ribbon.
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alysis Unmixing Well - A03 All events
s - B Rm A O |ROE E
- @e g ® » -
natrix Caloulate | Apply | Unmixing | Spectral Reference | Inmixing Load Spectral Addto | Au
Matrix Settings Adjuster Viewer >  Reference Lilrany
Unrixing apectral Reference Ay

The [Spectral Reference Adjuster] dialog appears. The waveforms of the spectral reference for each fluorochrome
are displayed in the dialog.

S Spectral Reference Adjuster X

The number of events for Spectral Reference Aduster s
lirited te the number of Target Events selected.

Target Events: | 5,000 events -

Drag population on flucrescence plot to adjust each
spectral reference and the target spectral reference will
be highlighted in the plots below,

Spectral Reference

Cancel

A diagonal line appears on plots that have fluorescence parameters on the X and Y axes.

Place the mouse cursor over a plot, and drag the plot to change the unmixing for the target parameter.

The mouse cursor changes to a horizontal double-ended arrow cursor in the left half of the plot, and a vertical
cursor in the right half of the plot.

Dragging the mouse on the plot that you want to adjust will modify the spectral reference, changing the calculated
results. The target spectrum to modify is displayed highlighted in the spectrum display area of the dialog.
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9 When unmixing finishes, click [OK] in the [Spectral Reference Adjuster] dialog.
The [Save unmixing matrix] dialog appears.

? Select a matrix to overwrite in [Matrix List] or enter a matrix name in [Name] to save a new matrix, and click
[Save].

Hint

The adjustment result can be saved as a new spectral unmixing matrix or can overwrite an existing spectral unmixing matrix. You
can reload the pre-adjustment fluorescence unmixing matrix using [Load Spectral Reference] on the [Unmixing] tab of the ribbon.
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Checking Fluorochrome Unmixing Results Summary

You can check the results of fluorescence unmixing by displaying a list of plots for each fluorochrome combination.
You can also make manual adjustments to spectral unmixing as required.

Display the worksheet for the well/tube whose spectral unmixing result you want to check.

9 Turn [Unmixing] on at the top right of the worksheet.

@ Unmixing: @D On || #|(tit| @ || |—| = f—

WLSM

E o 63Tnm

e, Click [Unmixing Viewer] in the [Spectral Reference] group on the [Unmixing] tab of the ribbon.

Unmixing

T ERET B (R EOE

zlculate | Apply | Unmixing | Spectral Referencel Unmixing [-02d Speciral Addto | Autofluorescence
Settings Adjuster Viewer = | Reference Library Finder

Unmixing Spectral Reference Autofluorescence

The Unmixing Viewer launches.
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0 Select a fluorochrome for the X axis in [X Axis].
You can also select the previous or next fluorochrome using [Prev] and [Next], respectively.

54 Unmixing Viewer

XAds: CCRABVSIOA ¥ Gate: | I All events Y | [EUnmixing:
[Live-Dead Blue]_A CCRE_BVT11_A R -
CCR7_PE A CO11c_BUWVEET_A CD123 PE-Cy5 A 1ofen
CD127_APC-RT00_A CD14_BUYSE3_A CD16_ APC-HT_A
CD19 Bv421_ A CD20_AF422 A CD24 PE-Dazzle594_A
CD25_BYE50_A CD27_APC_A CD3_BV605_A 3" a

= =

CD33 BUW49E_A CD4 [BUVETS]_A CD45RA_BUVTIT A = ™ . g
CD45RO_PE-Cy7_A CD56_BUV395_A CD8_AF532_A e . i

e Adjust the spectral unmixing as required.

Turn [Adjuster] on at the top of the window.
The mode becomes spectral reference adjustment mode, and a diagonal line is displayed on plots.
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Place the mouse cursor over a plot, and drag the plot to change the unmixing for the target parameter.
The mouse cursor changes to a horizontal double-ended arrow cursor in the left half of the plot, and a vertical
cursor in the right half of the plot.
Dragging the mouse on the plot that you want to adjust will modify the spectral reference, changing the
calculated results. The target spectrum to modify is displayed highlighted in the spectrum display area.
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0 Click [Save] to save the matrix, or [Discard] to not save it.
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A message appears to confirm whether to save the adjusted unmixing matrix.

e When adjustment is finished, click (D of [Adjuster] at the top of the window.




When you click [Save], the [Save unmixing matrix] dialog appears. Follow the on-screen instructions to enter the
matrix name and save the matrix.

Turn [Adjuster] off at the top of the window to exit spectral reference adjustment mode.

If you clicked [Discard] in step 7, [Adjuster] is turned off.

©

If there is a plot you want to add to the worksheet, select the plot and click [Add to Worksheet] at the
bottom right of the window.

| mamiE ' ' ' SR Vi ' Spectral Reference Adjuster

[Drag population on flucrescence plot to
adjust each spectral reference and the
target spectral reference wall be
highlighted in the plot abeve.

Add to Worksheet

Select plots and click [Add to
Workshest] butten, then the plets will
be added to the worksheet after closing
Unmiing Viewer.

Add to Worksheet

Clese

A confirmation dialog appears.
Clicking [OK] closes the Unmixing Viewer and then adds the plot to the worksheet.

@ Click [Close] to exit the Unmixing Viewer.

Hint

Changing the spectral unmixing on a plot will also change the unmixing on other plots having the same fluorochrome as one of its
parameters, changing the position of events. The Unmixing Viewer displays plots of all fluorochrome combinations, so check the
plot display for the corrected fluorochrome axis.
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Finding Autofluorescence Populations

You can find the autofluorescence spectrum in acquisition data by searching for the autofluorescence populations.

Hint

The [Autofluorescence] tab of the [Unmixing Settings] dialog and the worksheet are updated after using the Autofluorescence
Finder.

Display the worksheet for the well/tube whose autofluorescence populations you want to find.

e Click [Autofluorescence Finder] in the [Autofluorescence] group on the [Unmixing] tab of the ribbon.

RO R & [0

'ENCE Unmixing Load Speciral  Addto | Autoflucrescence | Fluorochrome
i Viewer~  Reference Likzrary Finder Database

Spectral Reference Autofiucrescence uorochrome

A message appears to confirm whether the unstained control for which you want to find autofluorescence is
selected.

e Check that the well/tube of the unstained control is selected, then click [OK].

Confirmation

Please make sure you selected the unstained contral.
If the unstained control is not selected, cancel and select the unstained control, then start Autofluorescence Finder again.

8] 4 Cancel

The [Autofluorescence Finder] dialog appears.

o In [Step 1], add the appropriate gates to the FSC/SSC plot.
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& Autofluorescence Finder

Step 1: On a scatter plot, create a gate on the population for which you wish to dete

Scatter Plot O All events
Use all Events 1 1
- (=1
T :
= o F-Robl- S5 % )
B:0D0 %
05 Fres 1 05—
< o
o b
0- o
LT L L T —T T
a s 1 i ] 05 !
r"mw FSC_A- 11.&)3.'333

Step 2 : Create a gate for AF on a VF/SSC or VE/VF plot. @

VE/SSC Plot

The added gate automatically is reflected as the parent gate in [Step 2].

Hint
Gate the corresponding populations to make later adjustment easier.
You can adjust the axis settings on a plot (maximum value, minimum value, Biexponential axis parameter) by dragging the
axis on the plot.

To select all events without adding a new gate, place a check mark in [Use all Events].

(’ In [Step 2], search for the autofluorescence population while changing the virtual filter ranges.

You can change the wavelength band of the virtual filters to any range using the mouse.
If you want to change the Y-axis of the plot to the wavelength range selected by the virtual filter, select the virtual

filter of the desired laser axis from [Y Axis].
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Step 2 : Create a gate for AF on a VF/SSC or VF/VF plot. ©@

VE/S5C Plot AF-Root AF-Root AF-F
(# Density Plot
®) Density Flo o 800 o 800 o
() Dot Plot 5 ] g ] =
= ] ER =
¥ Axis : 600 600
S5C v
—————— <, 400 <T, 400 I 4
L LA ] L
LA T LA T (X2
[ 1 L¥s] 1 (]
200
0
B s BN B Bk BLL Bl BN B B BLRLe
-0t 10'et 100 10t 100 10 40t 100" w0t ot 0t e
[VF-220]_A [VF-355]_A
Virtual Filter
Overlay Plot AF-Root AF-Root
mﬁ-a 105-5

Hint

You can adjust the axis settings on a plot (maximum value, minimum value, Biexponential axis parameter) by dragging the
axis on the plot. The axis type is fixed to the type set before displaying the [Autofluorescence Finder] dialog.

6 Add a gate for the population to register as the autofluorescence population.

M AF-Root

AF-B: 38:58.% 7

Bl b BILRLLL B Bl Bibii
a0t 100t 10t 10t 10t 10
[VF-438]_A

Hint

Up to eight autofluorescence components can be registered as fluorochromes named “AF color 1” up to “AF color 8.”

0 Click [OK].

Note
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.

=« The gate created in the [Autofluorescence Finder] dialog and its corresponding plot are added to the worksheet. Gates
previously created in the Autofluorescence Finder are also updated.
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A confirmation message appears.

Click [OK].

A reconfirmation message appears.

Click [Apply].

The worksheet is updated.

I Al everms

== Shared Worksheet (A01) Unstained - (Sample Group - 3)

Display Events: Full  [ElUnmixing: ® ) Off [#]

[ —

S5CA

M AF-Roce M AF-Root B 47-Root M AF-Root
g g g g’ g
: g 8 g g

AF-B: 3% 350%
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T
oo

BL AN 10 1 -0° 00 0 10 S -1‘0‘ 10 1‘0’ 10
IvF-as] A [vF-483] A [VF-a28) A
Gates and Statistics
[ name Evemts | Paremd®% | Toml% —l
| maneverts | 10000 | 10000% | 10000% *
M AF-Root | 5680 | 5629% | 5689% |

=L ™| 1ase% | T |
| Wars | 2101 3603% | 201%

W arC 1654 | 2007%

126

S0 40 17

v T
0 W

[VWF-488] A



@ Check the calculated spectral reference in the [Unmixing Settings] dialog.

#4 Unmiding Settings. - o *®
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Urinrial Hegative Spoctual Reference <
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Removing Events Containing Noise and Outliers (Data Cleaning Function)

This topic describes the procedure to remove events containing noise and outliers using the data cleaning function.
Running the data cleaning function generates a new gate. The generated gate includes only events determined to be of
good quality by the algorithm.

@) Click [Data Cleaning] in [Data Quality] on the [Gate] tab of the ribbon.

Spectral Flow Analysis

I, by, | G| [3 3+ [S=

Histogram Spectrum Ribbon Data BL-FlowSOhA UMAF  Flt-SME
Cleaning
Plot Data Quality Clustering Dimensionality Reduction

The [Data Cleaning] dialog appears.

e Set each item.

54 [iata Cleaning - & >

[AF color 1]_A B
[Live-Dead Blue]_&
CCR4_BV510_A
CCRE BVT11_A
CCR7_PE &
CO11c_BUWVEET_A
CD123_PE-Cy5_A
CD127_APC-R700_A 1
CD14_BUWSE3_A

CD16 APC-HT A
CO19 BW421_A
CD20_AF488 A
CD24_PE-Dazzled9d A
CD25 BVGES0 A

CD27 APC_A

N3 BYANS A

Fluorochromes:

Perform Auto Adjust (Biexponential) as pre-process

Data Cleaning: | flowAl !

QK Cancel

Select the fluorochromes to use as inputs.
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2. Configure the data cleaning parameters.
3. Click [OK].
For details about each setting item, see “[Data Cleaning] Dialog.”

When data cleaning ends, a new gate is generated.

5-051-744-11(1) Copyright Sony Corporation
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Analyzing by Learning Samples

BL-FlowSOM is a clustering function to extract a cell population automatically by applying the technology of machine
learning.

Set the learning conditions, and analyze by learning samples. With BL-FlowSOM, you can select the star, population pie,
and median marker value graph modes.

o Click [BL-FlowSOM] in [Clustering] on the [Gate] tab of the ribbon.

Spectral Flow Analysis

I, by G| & | I3 [&

Histogram Spectrum Ribbon Data BL-FlowSOhA UMAF  Flt-5ME

Cleaning
Plot Data Quality Clustering Dimensionality Reduction

The [BL-FlowSOM)] dialog appears.

e Set each item.
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s BL-FlowSOM - A *

Concatenate Other Samples | D other samplels) selected 1

[&F calar 1)_A -
[Live-Dead Blue) A
CCR4_BVH10_A
CCRE_BVT11_A
CCRT_PE_A
CD11c_BUVES1_A
CD123_PE-Cy3_A
Flugrachranmes: CO12T_APC-RTO0_A 2
CD14_BUVSE3_A
CD16_APC-HT A
CD15_BV421_A
CO20_AF4R8 A
C024_PE-Dazzle584_A
CD25_BVES0.A

[ | Perform Aute Adjust (Biexpenential) as pre-process

Use isting SOBA
WSS ERIERING 2AATY

SOM Grid Size: | 10
3
Mumber of Meta Clusters: (&) Auto (Max Numnber) () Fived
| 0 |
Mumber of Iterations: | 10
| oK Cancel
| |
|
4

1. Select the samples to concatenate when analyzing by concatenating samples.
For details about the operation, see “Analyzing by Concatenating Multiple Samples (when BL-FlowSOM).”

Select the fluorochromes to use as inputs.
Configure the learning parameters.
Click [OK].
= For details about each item, see “[BL-FlowSOM] Dialog.”

An empty plot appears, and a busy icon is displayed at the top right during learning. When leaning finishes, an MST
plot is displayed.
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e Select the graph mode.

Right-click within the plot, and select the graph mode from [Graph Mode] in the context menu.
You can also select the graph mode in the |§ menu at the top right of the MST plot.

Star " B+ Graph Mode ¥ |
Population Pie Operation Mode v
Median Marker Value Create a Child Plot g
Show Meta
Constant Size
e Merge to existing Meta Cluster ¥

Create new Mets Cluster
Revert to original Meta Cluster

Show Heatmap

Show Star Chart Legend
. Show Meta Cluster Star Charts h

Reset
&2 Copyte Clipboard
L 1 Praperties

[Star]: Visualizes the expression levels of multiple markers.
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[Population Pie]: Visualizes the proportions of cell populations.

MET - PEMCE
or - W~ | W 8 B -

1

[Median Marker Value]: Visualizes the expression level of the marker of one type.
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o Analyze using the various tools.

= For details about the various tools, see “Tool Menu Overview.”
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Visualizing the Proportions of Cell Populations

Population pie allows you to visualize the proportions of the cell populations selected in the [Gate Manager] dialog.

o Select [Gate Manager] in [Gates] on the [Worksheet Tools] tab of the ribbon.

Spectral Flow Analysis

QEREB O L

100 Show Edit Export Gate Owerlay Print
% Table Statistice = | Manager Worksheet
W Statistics Gates Crwerlay Prirt

The [Gate Manager] dialog appears.

e’ In the [Paint] column, place check marks in the checkboxes for the cell populations you want to visualize.

Change the color of the cell populations in [Color], as required.

S Gate Manasger - O X
Marne Equation Paint fooes Move to top
B Meta Cluster_§_b75eed | (PEMCs) AND "Meta Cluste... od = Move up
B Meta Cluster_5_b75eed | (PBMCs) AND “Meta Cluste...

; Meve down
B Mets Cluster 4 b75%ee0 | (PEMCs) AND “Meta Cluste... :
B Meta Cluster 3 b75eed | (PEMCs) AND *Meta Cluste... o Move to bottom
B Meta Cluster_2_b75ee9 | (PBMCs) AND “Meta Cluste...
Il Meta Cluster_1_b73ee3 | (PBMCs) AMD “Meta Cluste... i Remove
-0 ({C({((PEMCs) AND "NOT B-... CCOR4 BYS10 A HLADFR_EBBTO0 A
-2 ((((PEMCS) AMD "NOT B, v' CCR4_BVS10_A HLADR_EBTO0 A
@102 ({{(({PEMCs) AND "MOT B=... CCR4A_BVS10_A, HLADR_BBTDD_A
WI- ({{((((PEMCs) AND “MOT B + CCR4_BV310_A, HLADR_BBTDO_A
T H.d GG TDRAAT <) AND "NOT R® - CORA BUSIA & CRASRO PF.Cw
Check all manual gates Uncheck all manual gates Show Paint Gate Name
Check all meta cluster gates Uncheck all mieta cluster gates

Gate Properties
Mame: H-04 Parent Gate:

 Show on the chart Equation:
Statistics: | Parent™ ¥ Expanded Equation:

| Shew en the chart
Color O Palette 7 bt

Close

Color is applied only to the selected cell populations.
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|

In addition, if you hover the mouse cursor over the population pie, you can check the proportion of the cluster star
for each gate.

TP

Meta Cluster_b_efbedd / Cluster 65
BT Cells: 93.18%
B E-03 : 4.55%

B Dc:1.14%
B NOT BM @ 1.14%
W -04:0%
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Tool Menu Overview

There are the following tools for MST plots.

[ ST - PaMCs
Be- @~ %~ | Witetar B Ee oo 1
B+ Graph Mode >
Cperation Mode ¥ @

ste a Child Plot ’ @

' | Show Meta

Constant Size @

Show Heatrnap 'a!
Show Star Chart Legend a!“

Show Meta Cluster Star Charts

Reset
{3 Copy to Clipboard
Properties
{Ij >

1. Toolbar
The toolbar has the following tool menus.
|# menu: Selects the graph mode.
W% menu: Edits meta clusters.

@ menu: Configures settings and performs operations related to meta clusters.
[Meta]/[Clus]/[None] menu: Switches between meta cluster selection mode and cluster mode.
4 : Allows moving the display area by dragging when an MST plot is displayed zoomed in.
& menu: Displays plots zoomed in.

[...] menu: Performs tasks such as backgating and copying to the clipboard.

For details about each tool, see “Toolbar.”

2. Context menu
Combines some of the menus on the toolbar into one.

For details about menu items, see “MST Plots.”
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Toolbar

The toolbar for MST plots has the following menus.

B8 @~ N~ | Whetar B &~

1. |% menu
Selects the cluster mode.

Star

Population Pie

Iedian Marker Value

8=~

[Star]

Visualizes the expression levels of multiple markers.
[Population Pie]

Visualizes the proportions of cell populations.

[Median Marker Value]

Visualizes the expression level of the marker of one type.

2. ® menu
Configures settings and performs operations related to meta clusters.

—— [

i Show Meta

Constant Size

Show Heatmap

Show Star Chart Legend

Show Meta Cluster 5tar Charts

g @~

[Show Meta]

Displays the meta clusters.

[Constant Size]

Displays the circles of meta clusters at a constant size. The circle size can be changed in the properties of the MST
plot.

[Show Heatmap]

Displays a heatmap of the selected meta cluster or cluster. You can change the color map, and output the median
values displayed on the heatmap as a CSV-format file.

For details about the operation, see “Displaying the Heatmap.”
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[Show Star Chart Legend]
Selects the markers to display when star chart.
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[Show Meta Cluster Star Chart]
Displays a start chart on a meta cluster basis when star chart.
B Meta Cluster Star Charts - PEMCs - a *
Meta Cluster_1_bT5ee Meta Cluster_2_bTheed Meta Cluster_3_bTieed heta Chuster 4_bTSeed
&
Meta Clestes_5_bT5eed Mheta Cluster_6_bT5eed
[ Constant [T Uge Min 10 Wi
| Close

[Constant]: Place a check mark here to display the circles of meta clusters at a constant size.
[Use Min]: Place a check mark here to set the minimum size for displaying the circles of meta clusters.

3. % menu
Edits meta clusters.
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Merge to existing Meta Cluster ] Meta Cluster1_87efeS

Create new Meta Cluster Meta Cluster2_87efes
Revert to original Meta Cluster Meta Cluster3_&Tefes
a % Clus~ B 'a v eas W PEMC Meta Clusterd_87efeS

Meta ClusterS_87efes
Meta Clusters_87efeS
Meta Cluster7_87efes
= Meta Cluster8_87efes
Meta ClusterS_8T7efeS
Meta Cluster10_87efes

ki
=1
L

MCs-2_2

[Merge to existing Meta Cluster]

Merges the selected meta cluster with another meta cluster.

[Create new Meta Cluster]

Creates a new meta cluster.

[Revert to original Meta Cluster]

Returns the meta cluster to the state immediately after running BL-FlowSOM.

. [Cluster]/[Meta Cluster]

Switches between meta cluster selection mode and cluster selection mode. Make sure you switch the mode before
operating meta clusters or clusters.

[Cluster]

Cluster selection mode

[Meta Cluster]

Meta cluster selection mode

. 4 menu
Allows moving the display area by dragging when an MST plot is displayed zoomed in.

. & menu
Displays the plot zoomed in to 200% or 500%. If you select [Reset], the plot returns to its original size.

200%
500%

Reset

% feta~ M &lv

. [-..] menu

— Back Gating

L2 Copy to Clipboard
Properties
v @ Vv | WMetav B B |

[Back Gating]

If [Back Gating] is turned on and the mode is switched to [Back Gating], the [Paint] fields in the [Gate Manager]
dialog turn on for a metacluster selected on the MST plot, and the events in that metacluster are displayed in color on
the dot plot.
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[Copy to Clipboard]

Copies the selected plot to the clipboard so that it can be pasted in other software for use in a report or other content.

[Properties]
Displays the properties for the selected plot. You can change each item, as required.
SFA MST Properties >
Mode Rate: A0 |-l-||
IMeta Rate: 6.0 |-l-||
Constant Size: 7.5 |-l-||
Edge Width: 1.0 |.l.||
Edge Color I DarkGray L |
Margin: 5.0 |-l-||
| Close |

[Node Rate]: Changes the display size of cluster circles.

[Meta Rate]: Changes the display size of the fill color of meta clusters.

[Constant Size]: Changes the size of the circles of meta clusters for when [Constant Size] is selected in the menu.
[Edge Width]: Changes the width of an edge.

[Edge Color]: Changes the color of an edge.

[Margin]: Changes the margin between a plot frame and graph.

5-051-744-11(1) Copyright Sony Corporation
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Displaying the Heatmap

You can change the type of color map, and output the median values (percentage indication) displayed on the heatmap
as a CSV-format file.

To display the heatmap

o Select [Show Heatmap] from the @ menu on the toolbar.

| < iE
Show Meta

Constant Size
Show Heatmap

Show Star Chart Legend
Show Meta Cluster Star Charts

[Sa~ |

The heatmap is displayed.

To change the type of color map

Select the type of color map in [Color Map].
You can select the following color maps.

Fluorochrome Color
RdYIBu /8
YIGn/9
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3 Heatrnap - & x
Coler Maps () Flugrochrome Color (%) RAVIBUSE () ¥IGn /9 &Pﬂmﬁ“*|
5 oy 3 < s
Iz *g.géﬁggﬂﬂﬂ§%§§§ﬂ§§ﬂ
T & E .‘f-% . & 3 ¥ ¥ ¥ S EY £ i
jesRiziasitiiviagggaizds
TR R R R R PR EEE E R N
=oo03 8886888088888 ¢C8b8B8880=1H® Events
EEE EEE EEESFEE TP EEE EEns
100%
> [ Meta Cluster 1 fet223 EEEENEENE EEEET"E EE EEN 185
> [l Mets Cluster 2 fe0223 ] B EEE"EE EEE O 1] 1615 0%
> [ Mets Cluster 310223 EEEN ERE  EEEENEETEN EENR 666 .
> [l Meta Cluster 4 Fct2zs L ] | : EEETEETEEE . o [ | 637
> [l Meta Cluster 5 fe0223 EEEEETYETE EEEETE EE EEE L s
>lmm-::m_a_rcnm .. .:: . . .. . . .D |:| . Eed 20%
> [ Meta Cluster 7 fenzs EENEENENE EET"EEETEE ERE 13
. . 0%
> [ Mets Cluster_8_fecozs EEENENEE EE'E [ ] | EER 17
> [ Mot Cluster 9 fe0223 [ | H BT EER N HE ENR B
| Clese |
2

1. Fluorochrome selected in the legend of a star chart
2. Meta cluster selected in [Gate Manager] or an MST plot

To check the expression percentage

If you hover the mouse cursor over a color square, you can check the expression percentage.

139174.5

82.57%

To display the heatmap of clusters

When the icon on the left of the metacluster name is clicked to expand the metacluster, the clusters are displayed.
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& Heatrnap - PBMCs

Calor Map: () Flugrochrome Cobor () RdYIBu /8 () YIGn /9 Export ta C5V File
< T
& = T E‘ & = )
% s 2 S _ 2558
33 Ef-ﬁﬁfgﬂégﬂff-ﬁﬁﬂ;g*gg
TEeoss¥ysgBozEyaysag 3
'gmln'l:\"alglﬁlsﬂ"amru'halglqrﬂ o
R R TR R R s I
23488888808 %4Y388888¢888L888¢8E°8 Events
HE EENFEEEETFTEEETEs m e
100%
> [ Mets Cluster1 61300 EREEEEEEERn | EEENR 704
> [ Meta Cluster 2 60136 H EEEEEEEEN ] [ 1 11 1,388 B
v [ Mets Cluster_3_b0136F EVEEEER | ] EEEN st o
B e custer 3 b0 cusers il NN ENE [ ] | [ 1 11 3
B e Cluster 3 b0 cunes il RN HE EEE BN (111 366 0%
B Mets Chuster 3 601361/ Cluntecs [ EUEE 11 Pl ] 1 1 1 4
W Mets Cruster 3 p0nstt st ns Il B0 0 L] H EEENR 6 W%
B Mets Cruster 3 b0nat/ cunens [l 00 00 10 EEE BN (1 11 ng
%
> [l Meta Cluster 2 b0136 | EEEn ERERETENEEEERE a7
> [ Meta Cluster 5 60138 [ 1 | ] | O [ | BEREER 3783
> [l Meta Cluster 6 b013¢ AENE ENE EEEEENEEEEEm 274
> [ Mets Cluster 7 600134 [ L] | EEN EEEEEEN 4494
> [l Meta Cluster_ 8 bo138¢ FEEEE BN ETEEEEETE TEEm 132
> [ Meta Cluster 9 601340 HE [ ] | EEEN EE EEER 6,295

To output the heatmap as a CSV-format file

The median values displayed on the heatmap can be output as a CSV-format file.
Click [Export to CSV File], and specify the destination folder in the displayed dialog.

A

Ra_BUVTIT_A
36 _BUWV3S5 A
R3_BVT25_A

D_BUWEDS_A

B cos
B cossroPE-Cy7 A
| e
CDE_AF532_A
B cxc
B Husor ee
)¢

pos

Export to TSV File

Events

5-051-744-11(1) Copyright Sony Corporation

145




SONY

Help Guide

SFA - Life Sciences Cloud Platform

Analyzing by Learning Samples

Dimensionality reduction is a function to “compress” multi-dimensional cell data to display it on a two-dimensional plot by
applying the technology of machine learning. You can use either the “UMAP” or “FIt-SNE” dimensionality reduction
technique.

Set the learning conditions, and analyze by learning samples. With dimensionality reduction, you can select a density
plot or dot plot.

Select the gates to be analyzed, and click [UMAP] or [FIt-SNE] in [Dimensionality Reduction] on the [Gate]
tab of the ribbon.

Spectral Flow Analysis

ey [ vy @ S | [ [

Histogram Spectrum Ribbon Data BL-FlowSOhA UMAF  Flt-SME

Cleaning
Plot Data Quality Clustering Dimensionality Reduction

The [UMAP] dialog or [FIt-SNE] dialog appears.

@) seteach item, then click [OK].

When [UMAP] is selected
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st UMAP - A

I| Concatenate Other Samples | 0 other sample(s) selected

[AF color 1)_A

[Live-Dead BIue]__A

CCR4_BV510_A

CCRE6_BVT11_A

CCRT_PEA

CD11c_BUV661_A

CD123_PE-Cy5_A

Fluorochromes:

CD127_APC-R700_A

CD14_BUVS63_A

CD16_APC-HT A

CD19_BVA21_A

CD20_AFA88 A

CD24_PE-Dazzle5%4 A

CD25_BVB50_A

CD2T_APC_A

LCD3_BVRDS A

[ ] Perform Auto Adjust (Biexponential) as pre-process

When [FIt-SNE] is selected

Nearest Neighbors: | 15 |
Minirum Distance: I 0.1 ]
MNurmber of Campanents: | 2 l
Metric: | Euclidean B |
ok ||| concea |

4
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SA Fit-SNE - A X
Concatenate Other Samples | 0 other sample(s) selected 1
[AF color 1)_4
[Live-Dead Blue]_A
CCR4_BV510_A
CCRE_BVTT1_A
CCRY_PE_A
CD11e_BUVEST_A
CD123 PE-Cy5 A
Fluarachromes: CD127_APC-RTI0_A
CD14_BUVS63_A 2
CD16_APC-HT_A
CD19_BV421_A
CD20_AF488_A
CD24_PE-Dazzle334_A
CD25_BVE30_A
CD27_APC_A
N3 BVRDS A
[] Perform Auto Adjust (Biexponential) as pre-process
Iterations: | 750 |
Perplexity: | 30 |
Learning Configuration: ':'? Aute "_,» Manual 3
Learning Rate: 200
KNN Algorithm: Approximate (Random Projection Forest - ANNOY) « |
| OK | Cancel |
il

1. Select the samples to concatenate when analyzing by concatenating samples.
For details about the operation, see “Analyzing by Concatenating Multiple Samples (when UMAP and Flt-

SNE).”

Select the fluorochromes to use as inputs.

Configure the learning parameters.

Click [OK].

= For details about each setting item, see “[UMAP] Dialog” and “[FIt-SNE] Dialog.”

An empty plot is displayed during learning. When leaning finishes, a density plot for the learning results is

displayed.
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@ remics

5

3
r.-r"
o

-
L=]
|

=]
1

UMAP_PBMCs_2
/
R
§

————
1] 10
UMAP PBMCs 1

e Select the plot type, as required.

Right-click within a plot, select [Plot Type] in the context menu, and select the plot type.
Select any of [Density Plot], [Dot Plot], [Histogram Plot], [Contour Plot], and [Color Axis] for the plot type.

Auto Adjustment
&}, Zoom
Et Spectrum Display
Insert Gate
Density Plot ™ ot Type
Dat Plot L. Duplicate
Histogram Plot ™. Remove
EEnkAR R Send to Overlay
Bx  Syne Seale and Gate
I Copy to Clipboard
%}) Open Gate Manager 4
B Open Statistics Editor e
Properties ',L
e e T
ol R
LA I B o
1 a 2 4 [
FSC_A 1,000,000 UMAP_A-1_1 r

A color axis displays the specified fluorochrome emphasized. It is suitable for viewing the expression intensity.
Using a color axis in combination with dimensional compression can be useful.
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= With a dot plot, you can color specific cell populations. For details about the operation, see “Coloring Cell
Populations (Dot Plot).”
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Coloring Cell Populations (Dot Plot)

With a dot plot, you can color specific cell populations (gates and meta clusters).

B PemMcs

UMAP PEMCs_ 2

T —— T T
im
1)

UMAP_PEMCs_1

“

o Select [Gate Manager] in [Gates] on the [Worksheet Tools] tab of the ribbon.

You can also perform the same operation by right-clicking within the dot plot and selecting [Open Gate Manager]
from the context menu.

Spectral Flow Analysis

QREREBE © h L&

100 Show Edit Export Gate Owerlay Print
T Takble Statistice = | Manager Worksheset =
Statistics Gates Cwerlay Print

The [Gate Manager] dialog appears.

e) Color the cell populations.
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A Gate Manager - [m] o

Marne Equation Paint Fues
ED i} | |FSC_A SSC_A .
W (CHOPEMICE) AND THE) AMD.. + CO45RA_BUVTIT_A CORT_PE_A '
W3 (((PEMCS) AND THIO AND... | ] | CD4SRABUVTIT_A, CCRTPEA pifoxe o
mc-2 (I{IPEMCE) AND THI AND... ¥ || CD45RA_BUVTIT_A, CCRTPE_A Meve te bottem
Ec-o (COPEMCS) AND THE) AND... = CO45RA_BUVTIT_A, CCRT_PE_A
WE-Od (CH(PBRACE) AND THE) AMD... | CCR4_BWS10_4 HLADR_BETO0_A e
| J:Nak] (CH{PEMC ) AND TME) AMD._. | CCRY_BVSI0_A, HLADR_BETI0_A
We-Q: ((PBIACS) AND THE) AMD... 7] CCR4_BVS10_A, HLADR_BET00_A
me-o (CCPBMCs) AND THE) AMD... =l CCR4_BWS10_A, HLADR_BBTO0_A
WAos (C(PEMCE) AND THE) AMD... | CCR4_BVS10_A, CO45R0_PE-Cy...
|t [FEORRRAT €} &K THIE AR 7 CERA RUSIN A CRASRO BE.Cu | T
Check all manual gates Uncheck all rmanual gates [ ] Shew Paint Gate Marne

Check all meta cluster gates Uncheck all meta cluster gates

Gate Propertics
Meme | D ' Parent Gate:

[+] Shevew am the chart Equation:
Statistics: | Parsnt% - Expanded Equation:

[ Shevew an the chart

Color: M Palette: 15 v
Gtandard colors
|
|

|
ENENEENE
Liser defined colors

| ] | P | ) |

Edit Selected Color

3 4

Close

In the [Paint] column, place check marks in the checkboxes for the populations you want to color.
You can operate all manual gates and meta cluster gates simultaneously by using [Check all manual gates],
[Uncheck all manual gates], [Check all meta cluster gates], and [Uncheck all meta cluster gates].

2. Select the population whose color you want to change.
You can use [Move to top], [Move up], [Move down], and [Move to bottom], as required, to change the order
used when coloring.

3. Change the color of the cell population in [Color].

Click [Close] to close the dialog.
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Analyzing by Concatenating Multiple Samples (when BL-FlowSOM)

When BL-FlowSOM is performed, learning by concatenating multiple samples is possible. This allows them to be
handled as a pseudo-large sample.

When using BL-FlowSOM, select the concatenation result after the samples have been concatenated, then run analysis
again.

Transfer the samples to be concatenated to the [Analysis] tab with [Start Analysis] in advance.

o Display the dialog for configuring the learning conditions, then click [Concatenate Other Samples].

5f& BL-FlowSOM - PBMCs x

Concatenate Other Samples || 0 other sample(s) selected

[AF color 1]_A “
[Live-Dead Blue] _&
CCR4 BVS10 A

The [Sample Selection] dialog appears.

0 Place check marks in the checkboxes for the samples to concatenate, then click [OK].

The dialog displays all of the samples on the [Analysis] tab.

S Sample Selection X

® | Expenment Plate Sample Group Row Column Sample Events

| | Expeniment 2023/03/01 11:13 24 Tube Rack (5ml) - 1 Sample Growp-1 A& 01 Well - A1 20406  *
Experiment 2023/03/01 11:13 24 Tube Rack (5mb) -1 Sample Group -1 | A 03 Well - ADZ | 67140

| | Expeniment 2023703/01 11:12 24 Tube Rack (5ml) - 1 | Sample Group-1 A | (4 Well - A4 | TE400
Experiment 2023/03/01 11:13 24 Tube Rack (3mL) -1 Sample Group-1 B m Well - BD1 32,361

+| | Experiment 2023703701 11:13 24 Tube Rack (Sml) - 1 | Sample Group -1 | B 02 Well - BD2 | 21,872

| |Experiment 202370301 11:13 24 Tube Rack (3mL) -1 Sample Group-1 | B 03 Well - B03 | 14288

| | Expenment 2023/03/01 11:13 24 Tube Rack (5ml) - 1 Sample Group -1 B 04 Well - B04 50468

+| | Experiment 2023/03/01 11:13 24 Tube Rack (3mL) - 1 | Sample Group-1 | B 03 Well - BO5 | 56,523
Experiment 2023503701 11:13 24 Tube Rack (5ml) - 1 Sample Group -1 A m Well - a01 | 20,408
Experiment 2023/03/03 15:12 24 Tube Rack (5mlL) - 1 Sample Group-1 A 03 Well - AD3 67,140 .

QK Cancel

Selected samples that can be concatenated are displayed.
The following samples are excluded.

Sample where a gate selected as a target for running advanced analysis does not exist
Sample where there is no fluorochrome selected in the [Fluorochrome] list

Q Check the message, then click [OK].
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Followang sample(s) selection will be cleared because the sample(s) does not containe selected gate,

- Experiment 2022708727 21:04 (2) / Single Positive Controls / PE

- Experinnent 202208/27 21:04 (2) / Single Positive Cantrals / FITC
- Experiment 2022/08/27 21:04 (2) / Sample Group - 3/ Unstained
- Experiment 2022008/27 21:04 (2) / Sample Group - 1/ APC

- Experiment 202370301 11:13 (6) / Sample Group - 1/ Well - A1
- Experinment 2022003701 11:13 (6) / Sample Group - 1/ Well - B)3
= Experinnent 202370301 11:13 (3) / Sample Group - 17 Well - A0
- Experinment 2023003701 11:13 (5) / Sample Group - 1/ Well - B)1
- Experiment 2023003/01 11:13 (5) / Sample Group - 17 Well - B2
- Experiment 2023003701 11:13 (5) / Sample Growp - 17 Well - B)S

QK

The number of samples to be concatenated is displayed.

54 BL-FlowSOM - PBMCs ot

Concatenate Other Samples || 5 other sample(s) selected

[AF color 1_A a
[Live-Dead Blue] _4
CCR4_BYVS10 A

9 Click [OK] and run BL-FlowSOM.

The result of BL-FlowSOM are displayed on the MST plot when learning using concatenated samples finishes.

5-051-744-11(1) Copyright Sony Corporation
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Analyzing by Concatenating Multiple Samples (when UMAP and FIt-SNE)

When UMAP and FIt-SNE are performed, learning by concatenating multiple samples is possible. This allows them to be
handled as a pseudo-large sample. After advanced analysis has completed, the analysis results related to only the
sample selected among the concatenated sample data are displayed on the worksheet. The operating procedure is the
same for both UMAP and FIt-SNE.

Transfer the samples to be concatenated to the [Analysis] tab with [Start Analysis] in advance.

o Display the dialog for configuring the learning conditions, then click [Concatenate Other Samples].

SEALIMAP - PEMCs *

Concatenate Other Samples || 0 other sample(s) selected

[AF color 1_A -
[Live-Diead Blue]_&
CCRA_BVS10_A

The [Sample Selection] dialog appears.

e Place check marks in the checkboxes for the samples to concatenate, then click [OK].

The dialog displays all of the samples on the [Analysis] tab.

S Sample Selection X

® | Expenment Plate Sample Group Row Ceolumn Sample Events

| | Experiment 2023/03/01 11:13 24 Tube Rack (5ml) - 1 Sample Group-1 & I Well - A0l 20406 *
Experiment 2023/03/01 11:13 24 Tube Rack (5ml) -1 Sample Group -1 | A 03 Well - AD3 | 67140

| | Experiment 2023/03/01 11:12 24 Tube Rack (5ml) - 1 | Sample Group-1 A | (4 Well - A4 | 7400
Experiment 2023/03/01 11:13 24 Tube Rack (3mL) -1 Sample Group-1 B m Well - BD1 32,361

+ | | Experimnent 2023/03/07 11:13 24 Tube Rack (3mlL) - 1  Sample Group -1 |B 02 Well - BD2 | 41,872

| |Experiment 202370301 11:13 24 Tube Rack (3mL) - 1 Sample Group-1 | B 03 Well - B03 | 14288

| | Experiment 2023/03/01 11:13 24 Tube Rack (5ml) - 1 Sample Group -1 B 4 Well - B04 50468

+| | Experiment 2023/03/01 11:13 24 Tube Rack (mL) - 1 | Sample Group-1 | B 03 Well - BO5 | 56,523
Experimment 2023/03,/071 11:13 24 Tube Rack (5ml) - 1 Sample Group -1 | & " Well - 401 | 20,406
Experiment 2023/03/03 15:12 24 Tube Rack (5mlL) - 1 Sample Group-1 A 03 Well - AD3 67,140 -

QK Cancel

Selected samples that can be concatenated are displayed.
The following samples are excluded.

Sample where a gate selected as a target for running advanced analysis does not exist
Sample where there is no fluorochrome selected in the [Fluorochrome] list

Q Check the message, then click [OK].
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Following sample(s) selection will be cleared because the sample(s) does not containe selected gate,

- Experiment 2022708/27 21:04 (2) / Single Positive Cantrols / PE

- Experinnent 202208/27 21:04 (2) / Sarmiple Group - 1/ APC

= Experinnent 2022/08/27T 21:04 (2) / Sample Group - 3/ Unstained
- Experinnent 2022008/27 21:04 (2) / Single Positive Controls / PE

- Experiment 2022008/27 21:04 (2) / Sample Group - 1/ APC

- Expenment 202370300 11:13 (8) / Sample Growp - 1./ Well - AN
- Experiment 202370301 11:13 (6) / Sample Group - 1/ Well - B0S

QK

The number of samples to be concatenated is displayed.

SRa UMAP - PEMCs >

Concatenate Other Samples || 3 other sample(s) selected

[AF color 1]_A a
[Live-Diead Blue]_&
CCRA_BVS10_4A

e Set the fluorochromes to use as inputs and the parameters for learning, then click [OK].

The selected samples are concatenated and analyzed.
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Adding Users to a Workspace

Each user owns one workspace, and other users can be invited to that workspace, and groups can be set. For

experiment data to be viewed and analyzed by multiple users, those users need to be invited and added to the
workspace.

o Display the [File] tab, then click [Information] — [Workspace and Project Information].

SFA
Experiment

x Preference Settings

Change software default settings for each user

Print
Experiment

= JQr floricpace and Projee mormaton

Kipace anor

t'l Logout
E3 Exit

Usage Information

The [Workspace and Project Information] dialog appears.

e Check the workspace to which to add users in [Region / Workspace], then click [Show Workspace Users].

SFA Waorkspace and Project Information

Region /Warkspace
MonthAmerica / |5FA's Workpace Save

Chwner: SFA - Life Sciences Cloud Platfarm

Administrators:

Users: Show Workspace Users

Project List

The [Show Workspace Users] dialog appears.

9 Click [Invite].
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A Show Workspace Users

Workspace: 5FA’s Workpace (yours) )
Ernail address Full Mame Status Waorkspace Role Invite
| LifeSciencesCloud@sony.com SFA - Life Scienci  joined Owner

The [Invite User] dialog appears.

you want the user to join, and click [Invite].

SFA |nwite User >

Ernail address | Yy @yyyy.yyyy

Projects Project 2
(to be added) Project 1

[nwite | | Close

The [Invite User] dialog closes and the user is added to the list of users in the [Show Workspace Users] dialog.

Click [Close] to close the dialog.

An invitation email is sent to the email address entered in step 4.

e Click “approval link” contained in the invitation email.

You've been invited to join SFA’'s Workpace - Message (HTML)

File Message Help Acrobat f;J Tell me what you want to do

@ Help f-'!' Contact Support G Troubleshoot ;'g_-] Feedback g Suggest a Feature [ Show Training {?’ What's Mew | ===

You've been invited to join SFA Workpace

©y Reply | % Replyall | —> Forward | | ifF | e

To LifeSciencesCloud, IPcommon

o SFA - Life Sciences Cloud Platform <LifeSciencesCloud @sony.coms>

You have been invited to join SFA Workpace. By accepting this invitation to join 5FA Workspace, you will be able to join Projects

under the Workspace. Experiments and spectral references in the Praject can be shared between Project members.

Click thi| approval link | o accept the invitation,

This link will expire in 7 days.

, Enter the email address of the user you want to invite, place check marks in the checkboxes of the projects

The browser starts and the workspace invitation acceptance complete page is displayed.
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@ SFA Approval Completed %+

“ = C & join-infolifesciences-cloud.sony.net/approval_completed.html B = & & 0O o

You have accepted the Workspace invitation. Please close this window .

Copyright 2023 Sony Corporation
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Creating a Project

You can create a project in a workspace that you own. The users who have been invited to the workspace can be added
to the project.

Hint

An experiment will be imported into the project.

0 Display the [File] tab, then click [Information] — [Workspace and Project Information].

SFA

Experiment

L] .
Print x‘ ?rffeienc'efgfﬂf"jgs settings for each user
Experiment
elp T o,
Irl Logout f :
E Euit

@ Usage Information

WOrKSpace & usage mhormation.

The [Workspace and Project Information] dialog appears.

e) Set each item.
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SR Workspace and Project Information

Region / Workspace:

MomhAmenca /| SFA's Workpace

Owner: SFA - Life Sciences Clowd Platform

Administrators:

Users: | Show Workspace Users ]

Preject List

m_ Name: Project 1 | [LJI

Crwner: SFA - Life Sciences Cloud Platlorm
Administrators:
Users: [ Show Project Users l

| Add I Delete

The [Add Project User] dialog appears.

2. Select the user you want to add, then click [Add].
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| | | Cancel

2 3
1. Check the workspace in which to create the project in [Region / Workspace].
2. Select [Add] in [Project List].

“New Project” is added to the list.
3. Enter a name for the project in [Name], then click [Save].
Q To add a user to the project, click [Show Project Users].
The [Show Project Users] dialog appears.
1. Click [Add Users].
A Show Project Users
Project: Project 1 (Space: SFA's Workpace )
Ermail address | Full Mame Praoject Rale Add Users

Remove from Project

Change Role




Sk Add Project User x

Project: Project 1 (Workspace: Workspace 1)

Ernail address Full Mame

yyy@yyyyyyyy Aaabbb
FIFIQIETE FIFE Yool wy

Add || Close |

The added user is displayed in the list of users in the [Show Project Users] dialog.
To add a user to the project, you need to add the user to the workspace in advance. For details about the
setting procedure, see “Adding Users to a Workspace.”
3. Click [Close] to close the dialog.
Hint

You can change the role of a user, as required. For details, see “[Change Project Role] Dialog.”

0 Click [OK] in the [Workspace and Project Information] dialog.
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Renaming the Workspace and Projects

You rename only the workspace and projects that you own.

o Display the [File] tab, then click [Information] — [Workspace and Project Information].

A

Experiment

x Preference Settings

Print Change software default settings for each user
Experiment

. Workspace and Project Information
Helo &1 - sp E.E ajgc_t orm atio
fl Logout

B Exit

@ Usage Information

i [ P
F YWOrNnC:paoe & USage ir ma

The [Workspace and Project Information] dialog appears.

c) Change the name, then click [OK].
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s Workspace and Preject Information *®
Region / Waorkspace
North America fl[wmpanﬂ || Save
Crarner: SFA - Life Sciences Cloud Platform
Adrministrators:
Users: | Show Workspace Users |
Preject List
ject 2 - I
1 Marne: Mew Project | | Save I
Crwiner: SFA - Life Sciences Cloud Platform
Administrators:
Users: | Show Project Users
Add | | Delete
|
3

1. To rename the workspace, edit the name in the [Workspace] field, and click [Save].
2. Torename a project, select the project in [Project List], edit the name in the [Name] field, and click [Save].

3. Click [OK].
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Configuring User Preference Settings

Various default function settings can be saved by each user in user preferences. User preferences are loaded
automatically, eliminating the need for some configuration settings when you want to perform acquisition, analysis, or
sorting.

o Display the [File] tab, then click [Information] — [Preference Settings].

SFA
Experiment

x Preference Settings

Change software default settings for each user

Print
Experiment

= JQh Toriepace and Projec Information

Kipace anon

t'l Logout
E3 Exit

Usage Information

The [Preference Settings] dialog appears.

e Set each item.

The values set here become the default values used for each function.
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4 Preference Settings A

Worksheet Define worksheet default settings. Reset | *

Data Management

Profler R

EI.-'" Set default Displey Events dusing amalysis.

Display Events in Analysis: | 50,000 events »

Gate
Set default font sine of gate label.

Lokl Font Size: | 122 T | Preaone A 12.34%

Biefmalt Axks Settings for Density/Dat/Contour/Histegram

F5C fuis Parameters:

Pulsa:

® Area Height Width
Fuat Types

',- *-n-ﬂ-n' L"ﬂﬁ- LQQWNF

L] 200 e e -] 1
Limgps Leg Biexponential

Fuxt Range

T | f &

Preference Seftings =

QK Cancel

For details, see “[Preference Settings] Dialog (Overview).”

To import/export user preference settings

You can import the preference settings of another user and export your own preference settings.
Click [Preference Settings] in the bottom right of the [Preference Settings] dialog, and select [Import] or [Export] from the
displayed menu.

Preference Settings =

Import

oK Export
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Worksheet Modes

In the Spectral Flow Analysis software, worksheets are used in the following structure just as in the ID7000 software.

A worksheet assigned to a sample group is called a “Shared Worksheet,” and a worksheet assigned to a sample is called
an “Individual Worksheet.” A shared worksheet allows each sample within the sample group to use the same worksheet.
Please note that the worksheet mode set when importing cannot be changed in Spectral Flow Analysis.

':EI Experiment
| Eaa Plate

jample Group

shared L Shared worksheet
worksheet

¥ Samplel

| Individual ot
workeneat — INdividual worksheet

§ Sample?

| Individual Y
morrenest — Individual worksheet

A shared worksheet supports two sharing modes: [Individual] mode and [Shared] mode.

[Shared] mode

Refer to the shared worksheet when analyzing each sample. This mode is intended for cases where analysis is
performed using the same plot, same gate, and same statistics with all samples within a sample group.

[Individual] mode

Refer to the individual worksheet when analyzing each sample.
This mode is intended for cases where analysis is performed using a unique gate or plot with each sample within a
sample group.
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Setting the Worksheet for the Specified Sample as theShared Worksheet

Right-click a well or sample tube, and select [Copy to Shared Worksheet] from the context menu.
The worksheet for the specified sample is copied as the shared worksheet for the sample group.

Hint

The shared worksheet is displayed by selecting the sample group within [Experiment List].

5-051-744-11(1) Copyright Sony Corporation
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Copying a Shared Worksheet to the Worksheet of All Samples

Right-click the sample group, and select [Copy to all Individual Worksheets] from the context menu.
The shared worksheet of the sample group is copied to the worksheet of all samples.
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Setting Keyword Names for an Experiment

Using the sample keyword function allows you to set keywords for each sample. Up to 10 keyword names can be set for
each experiment and a value can be entered in each sample for keywords set in an experiment. The set keyword and
value are added as separate keywords for each sample when exporting in FCS format.

Right-click an experiment on the [Analysis] tab, then select [Properties] from the context menu.

The [Experiment Properties] dialog appears.

e In [Sample Keywords], enter keyword names in [Keyword 1 Name] to [Keyword 10 Name], and click [OK].

A keyword cannot be used if a keyword name is not entered (blank field).

A Expenment Properties W
Infairmatsan
Hame: Experienent 202370301 10;13
Cytometer Type: Auto Sampler
Date Created: RAA2020 5:35:22 PM
Expersment (wner 5FA - Lifle Sciences Cloud Platform

Inveiiteagated {oplional):
Operated (optional);

Wlerme {opticnal):

Sample Keywords

Eeyword | Mame: Prapect]
Keyword 2 Blame Phase
Eeypword 3 Hame

Eeyword 4 Name

Eeyword 5 Mame

Keyword & Mame

Keyword T Mamie

Keyword & Mame:

Keywword § Blame

Eeyword 10 Hame
Settings

Bode: Standasdization Haormal

oK Cancel

The keyword names are configured in the experiment.
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Attaching a Keyword to a Sample (Sample Properties)

For keyword names configured in an experiment, you can set the value of a keyword for each sample.
The keyword value is set using the properties dialog of the sample.

Right-click a well or tube on the [Analysis] tab, then select [Properties] from the context menu.

The sample properties dialog appears.

e In [Sample Keywords], enter a keyword value in [Value] for any of the [Keyword 1 Name] to [Keyword 10
Name] keyword names, and click [OK].

4 ell - ADTCAN) - Propertees X
Sample Informatscn
s Whell - &%

Cell {ppthzasl
Condition (cptions

hlermes (opinzmall

Semple Keyvwondt

Keywead 1 Biwe Elbrnent 001

Keywoed T
Kiyenged <
Keyweed X
Kieypwead &
Kepewcad T
Eyeged B

Keyweed 3

Eabus A qured Absted Evimts

& A Abnrt Count

Hormal Abprt Fabe
Tt Evonis 20 406 Worisheet Mode ndrendianl

Unenivimg Cac e Fce duvgaladbide

@ Enter a keyword value, then click [OK].
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Attaching a Keyword to a Sample (Layout Editor)

For keyword names configured in an experiment, you can set the value of a keyword for each sample.
The keyword value is set using the plate layout editor dialog.

0 Click [Layout Editor] in the [Plate] group on the [Analysis] tab of the ribbon.

SFA | | =
|“| Analysis Unmixing Well - A01
L~] i tit tit
= o0 o0
;@ 5 D[ 1
-~ Layout |zxport Layout | Copy  Paste  Export Instrument Instrurent
Editor | to CSV File = Settings Settings
Plate Sample

The [Layout Editor] dialog appears.

Select a sample in the area on the left side, enter a keyword value for the sample in [Value] of any item with
a keyword name set among [Keyword 1 Name] to [Keyword 10 Name] in [Sample Keywords], and click
[Close].

= Larycast Bt

= ioa godedlyy | Sarrple Getwp W Wl - &1 AT

V4 VRN

The keyword is set for the sample.
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Editing and Importing Plate Metadata

You can export metadata for a plate to a CSV file, edit the metadata using Microsoft Excel, and then import the edited
metadata.

0 Select a plate whose metadata you want to export in the experiment list, then click [Export Layout to CSV
File] on the [Analysis] tab of the ribbon.

You can also perform the same operation by right-clicking the plate and selecting [Export Layout to CSV File] from
the context menu.

SFA | | =
1 |-?F-| Analysis Unmixing Well - ADT
) i it tit
=
: @ s\ [ m
= Layout | Export Layout | Copy  Paste  Export Instrument Instrument
: Editor | to CSV File v Settings Settings
Flate Sample

The [Export Layout to CSV File] dialog appears.

e Specify the file export destination, then click [Export].

The metadata is exported as a CSV file.

e’ Open and edit the exported file in Microsoft Excel or other software.

Example: Plate metadata

T
BmR m o m

f99595595599%

r
OO0 m e
=

Right-click a plate in the experiment list, then select [Import Layout from CSV File] from the context menu.

The [Import Layout from CSV file] dialog appears.

Specify the metadata file to import, check the file contents, and click [Import].

Updated locations are displayed with a green background, warning locations with a yellow background, and error
locations with a red background.
Changes to sample groups are not reflected.
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._“ [ mfﬂ. ml_ Cell  Conbign M Keywid | Wabon  Npymetnd I'irbot Wl‘“ Kryeted £ Wnbae l’ﬁlﬂl“ Wl‘m W?“I WS“ W!'-I l_q‘llﬂﬂ’a
A Sarvple Genug - | Will - A2 n i
L Sarvgie Genip - || Woell - RS2 i]

& | Sarvply Gagaap - | Wall - 420
A8 Semplefeup- )| Wl - AS
B[00 SemgleGeoup . b Wl -1
B Seegledoup- )| Wil - B3
:l ] Sarnple g - || Well - B . .

The metadata is imported.
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Configuring the Virtual Filter Function

Using the virtual filter function allows you to set the detection channel range for each fluorochrome.
These settings are used when spectral unmixing is off.

0 Click [Unmixing Settings] in the [Unmixing] group on the [Unmixing] tab of the ribbon.

SFA | | =
| B Analysis Unmixing Well - AD1 All events
= | Matric | Unmixing - ae F nh!ﬂ tlita m F
3| B8 (/] Lo ] W
= | Use common matrix Calculate  Apply | Unmixing | Speciral Reference Unmixing Load Spectral
: Matrix Settings Adjuster Viewer *  Reference
Unriixing Spectral Reference

=4

The [Unmixing Settings] dialog appears.

9 Right-click the fluorochrome whose channels you want to adjust on the [Color Panel] tab, then select [Edit
Fluorochrome] from the context menu.

$A Unmibang Settings

Color Panel || Matrix

Fluorochrome Add
Imdex Marker Flugrochrome Ex. Laser Mode R
1 CD56 N vz 3550m  Normal(Adv.) @
2 Open Positive Sample 355nm Mearmal{Adwv.) ]
3 Upen Negative Sample 355nm  Normal{Adv.) Q
4 ' 355nm Mormal{Adv.) e
Clear Spectral Reference
5 pect - 355nm Marmal{Adv.) o
Edit Flucrechreme
6 355nm Mormal{Adv.) o
Remove Flugrochrome
7 . 3 Adv)
Properties 355nm Mormal{fdv.) o
igu | EUvEDs 355nm Mormal{fdv.) @
g D18 I Bvai 405nm Normal{Adwv.) ]

The [Edit Fluorochrome] dialog appears.

0 Set the channels for which the virtual filter is applied.

Dragging either side of the channel marker allows you to extend or reduce the set of contiguous channel markers.
Dragging within a channel cell moves all channel cells.
You can also change the laser to apply.
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5 Edit Fluorochrome

Drag the block to modify the range and move the position.

[ M Jsuvass

355nm Laser ¥

CH1-CHi
360.5-390nm

Reset Close

Hint

To restore the default settings, click [Reset].

‘B Click [Close].

The settings are reflected in the fluorochrome list.

e Click [Close] in the [Unmixing Settings] dialog to close the dialog.
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Adding a New Fluorochrome

o Click [Unmixing Settings] in the [Unmixing] group on the [Unmixing] tab of the ribbon.

SFA | | =
|-=r'-| Analysis Unmixing Well - A01 All events
= E Matriz | Unmixing v = F alfﬂ tlita W F
@ i Ba (] (o] »
= +| Use common matrix Calculate Apply | Unmixing | Specirzl Reference Unmixing Load Spediral
: Matrix Settings Adjuster Viewer =  Reference
Unmixing Spectral Reference
w3

The [Unmixing Settings] dialog appears.

e Enter a fluorochrome name, then click [Add].

A

Color Panel | Matnx

Unnedrss
Fluorochrome Sarmplal Add
Index | Marker Flugrochrome Ex, Laser Mode SR Negative
i CD56 | S 355nm Morralifd.) a
Z I [Live-Dead Blug) 355nm Mermal(fdy.) @ @ amw
3 038 [l Buvass 33Snm  MNormal{Ady.) e

The [Add New Fluorochrome] dialog appears.

Q Set each item, then click [OK].

[Preview] displays an image representing the spectrum waveform for the currently selected fluorochrome.
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= pAdd Mew Flugrechrome o

HMarne: Sarmplel

Laser 320nm v
Start Channel: | CHI (360.5-360) r
End Channel: | CH1 [360.5-300) v
Color | W Gray -

Emission Spectrum
w) Blank

Copy fram ancther flusrechrome

MHame:

Load fram C5V file

Previews

0K Cancel

[Name]: Enter the name of the fluorochrome.

[Laser]: Selects the laser to use.

[Start Channel] / [End Channel]: Enter the range of valid channels for the fluorochrome.

[Color]: Selects the display color.

[Emission Spectrum]: Selects the fluorochrome spectrum image waveform. Selecting the waveform displays a
preview.

[Blank]: Does not display a waveform.
[Copy from another fluorochrome]: Uses another waveform registered in the database. When selected, enter

the name of the fluorochrome.

[Load from CSV file]: Loads waveform information from a CSV file. When selected, click [Browse] to specify the
CSV file. The CSV file has the following format.

Wavelength, Intensity

Example: 500, 0.01

501, 0.02

502, 0.04

625, 1
799, 0.01
800, 0
The fluorochrome is added.

The added fluorochrome is also automatically added to the fluorochrome drop-down list in the [Unmixing Settings]
dialog.
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Customizing the Display Color of a Fluorochrome

o Click [Color] in the [Add New Fluorochrome] dialog, then click [Advanced] in the [Available Colors] color

picker.
= Add Mew Fluorechrome *®
Marme: [ Samplel
Laser 120nm w
Start Channel: | CHI (360.5-350) v

End Channel: CHT (60,5~ 200)

o

Colar: [ ] Gra:,-

Avalable Colors
Emission

w Blank

Copy . . .
il 11

Load |

Frey . . D .

Standard Colors
EEEER =

Advenced

The dialog displays the following palette.

9 Specify a color.
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S Add Mew Fluerechrome *

Hame: | Samplel
Laser 120nm -
Start Channel: | CHI [360.5-300) ¥
End Channel: | CHI [360.5-350) v
Calar: . I Gray A
Emiss
w) Bl

Ce

Le
[ 128
G 128 |
B 122
A U 255
I [ Standard | |
0K Cancel

9 Click anywhere outside the palette to close the palette.
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Running Batch Analysis

If a worksheet for which analysis has been completed already exists, the analysis for multiple samples can be performed
at the same time.

0 On the [Experiment] panel, select the experiment, plate, or sample group as the target for batch analysis,
and click [Batch Analysis] on the [Analysis] tab of the ribbon.

You can also perform the same operations by right-clicking an experiment, plate, or sample group and selecting
[Batch Analysis] from the context menu.

Well - 401 All events
tit it L~] .
= Analysis:| 50000 events -
m ‘m e |’ B e
ort Instrument Instrument  Stopping Baich [Exporttc

Settings Lettings  Condition Analysis | FCS File

Sample BETCN FTOCessing Display Events

=3

The [Batch Analysis] dialog appears.

e Check the target displayed in [Batch Analysis], and click [Start].

WA Bateh Analysis X

Batch Analysis: 23 24 Tube Rack (SmlL) - 1
+ | Export Statistics CSY
+| Print Worksheet

Printer; Microsoft Print te PDF; on FCM

Settings: 15043
297 x 420 mm (1. 7ineh % 18.5 inch)
Landscape

This printer settings can be changed in Preference Settings.

Output Folder: | ChUsers\fermpeDesktop Browse...
e 0/ e

Start Close

[Export Statistics CSV]: Exports the contents of the statistics table as a CSV-format file.
[Print Worksheet]: Prints the contents of the worksheet.

Click [Browse] for [Output Folder] and specify the export destination folder.
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Click [Start].

When the batch analysis is completed, a confirmation message appears.
Click [OK].

G Click [Close] to close the [Batch Analysis] dialog.

Hint

To change the destination printer or paper size for batch analysis, configure the printer and paper settings in [Preference
Settings]. For details about [Preference Settings], see “[Preference Settings] Dialog ([Printer]).”
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Exporting an FCS File

The plate and tube data can be exported as an FCS-format file. The data is exported to cloud storage, and the download
URL is delivered as a notification.

Select the data you want to export in the [Experiment] panel.

9 Click [Export to FCS File] of [Batch Processing] on the [Analysis] tab of the ribbon.

You can also perform the same operation by right-clicking an experiment, plate, tube, or sample group in the
[Experiment] panel and selecting [Export to FCS file] from the context menu.

Well - ADT All events
tit it LF) 0 [ -
== Analysis:| 50000 events hd
m W % BB |
ort Instrument  Instrument  Stopping Batch | Exportto
Settings Settings  Condition Analysis| FCS File
Sample Batch Processing Display Events

The [FCS File Export] dialog appears.

e Place a check mark in the plates or sample tubes to export, specify the file format, specify the export
destination, and click [Export].
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34 FCS File Export =

Select samples and data type to export

Select Samples Pulse Type (for fluorescence):
V| Al
P [E] Expesimnent 2023/03/01 11:13
4[] 283 24 Tube Rack (5ml) - 1
U | B8 Sample Group - 1{%/9)
58 (Unassigned) (15)

+  Area »| Height | Width

Data Type:
FC5 Fille {Virtual Fitter applied) {by Sample Growp)
| Unrmised FCS File (by Sample Group)

Bltrin Algorithm
Unmixing | WLSM
Test Sample001

Optional FCS Text Segrment Keyword: (by sample):
Sample name:
SIMN5T:
SEXP:
S0P
SPRO:
SSINO:
SSRC:

SCELLS:
SCOM:

FCSversion: | 31 v

., 0%

E!Flﬂﬂ Cancel

[Pulse Type (for fluorescence)]: Select the pulse type.

[Data Type]: Select the data type for the FCS file to be exported.

[FCS File (Virtual Filter applied) (by Sample Group)]: Place a check mark in the checkbox to export the
fluorochrome data acquired from the virtual filter without performing spectral unmixing.

[Unmixed FCS File (by Sample Group)]: Place a check mark in the checkbox to perform spectral unmixing and
export the resulting fluorochrome data.

[Optional FCS Text Segment Keywords (by sample)]: Set metadata for each sample.

Note

Keywords and their values set using the sample keyword function are exported automatically.

[FCS version]: Selects the FCS file version.

Note

Check the manual of the analysis software, select the FCS file version, and export.

The FCS file is exported to cloud storage.
When exporting is completed, a download notification is delivered as a notification.
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9 Click [Detail] in the download notification.

Motifications

Filter Al notices v Mark all as read

& 1/6/2023 12:00:00 PM

: Detail
File download URL has been generated : ==

12/22/2022 23800 PM
. Detail
Data Ingestion has been Completed -

12/2272022 2:30:00 PM
. Detail
Data Ingestion has been Completed

e Access the URL contained in the [Detail Notification] dialog, then download the data.
54 Detail Netification

1/6/2023 12:01:00 PM

File download URL has been generated

File download URL has been generated.

Chck here to download file.

This download link is available until 2023-01-06 14:51:34 843840 UTC.

ok |
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Exporting an Experiment

You can export experiment data in exdat format, then use it in another application. The exported data does not include

the advanced analysis results.

0 Display the [Experiment] pane on the [File] tab, then click [Export].

SRA

Fil Analysis Unmixing Sample Group - 1

==

Information

D Import
Print *  Import experiments from the exported data files.

’I g !
- Export
e D" E exper

n Logout

E3 Exit

The [Export Experiment Data] dialog appears.

e Select the experiments to be exported, then click [Export].
¥4 Export Expeniment Data

User: | 5FA - Life Sciences Joud Platform v

Experiment List
Experiment Mame
Experiment 2022/08/27 21:04 (2)
Experiment 2022/08/27 21:04
Experiment 2022/08/27 21:04 (1)
Experiment 2022/02/24 17:43
Experiment 2021/05/13 %27
Experiment 2021/05/13 %:27 (1)
Experiment 2023/03/01 11:13 (1)
Experiment 2023/03/01 11:13 (4)

OutputFolder, | CiUsers\fempc\Desktop

The experiment data is exported.

Exporting Experiment List

Experiment Mame
I:E Experiment 2022/08/27 21:04 (2)
[a Experiment 2023/03/01 11:13(1)

Move

Maovwe All

N

Export

For details about each item, see “[Export Experiment Data] Dialog.”
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e Click [Close] to close the dialog.
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Maintaining the Spectral Reference Library

The following operations are supported for the spectral reference library.

Exporting/importing spectral reference data
Deleting spectral references from the library

To export spectral reference data
Display the [Library] window, then click [Export] on the [Library] tab of the ribbon.

SFA || =

' I!‘r"'-| Library

AN

Import| Export

View

Spectral Reference

The [Browse For Folder] dialog appears.
Specify the export destination folder, then click [OK]. The spectral reference data is exported.

To import spectral reference data
@) Click [Import] on the [Library] tab of the ribbon.
SFA [|=

1 |-'r‘l'-| Library

N

Import |Export

View

Spectral Reference

The [Import Spectral Reference Dialog] dialog appears.

Specify the spectral reference data to import, then click [Import].

The spectral reference data is imported.
When the importing completed message appears, click [OK].

o Click [Close] to close the dialog.

To delete a spectral reference from the library

Right-click the spectral reference you want to delete, then select [Delete] from the context menu.
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W LU I |22 | ]

606366737 | CD38 I suvs9s sssom | P—] ] |

606366737 | CCR4 W evs1o s05om | [0 L [

606366737 | CCR4 AL sosom | [ —] ] |
-

A
606366737  [—— sseom L[]
606366737 pou 3350m | L]
606366737 | CD14 [] Buvses 3350m | ]|
606366737  CCRT [ pe setnm (O | [ ||
606366737 | CD3 [ eveos s05om [ [
606366737 | CD4 W Buvers) assom | 2 ] [
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Displaying the License Information

This topic describes how to display license information.

Hint

The license information can also be displayed by selecting “Life Sciences Cloud Platform” — “SFA License Manager” from the
Start menu of Windows to start SFA License Manager.

o Open the [File] tab, then click [License Information].

SFA

Expariment

Prefe
Print x Chanage sof

Qe

rence Settings

e —Te e < o
twarne Jefault settings for eachn UsSe

Experiment

Help g2 Moriepace and ProjectInformation
r,'_, Logout
E Exit

@ Usage Information

£ XqCTH - y .

L fi License Information

Sheawe vaur licence Infarmatio

f] Login Mode Setting
o CShey ~ur booar

show your login mode setiing.
) 3

SFA License Manager starts.
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o License Manager ®

License List:
License |0 License Type | User Mism, CPU [howrs] Storage(GB] | Status Valid Thiough | Region

| Register License
User List:
e g
cosbaeco oot H
ceee@eceecace
ddddgdddd dddd
SESRDREE B

= For details about the operation to register and activate a license, see “Activating a License.”
= For details about the operation to add users to a license, see “Adding Users to a License.”
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Checking the License Information and Usage Status

The license type and usage status can be checked in [License List] of SFA License Manager. The detailed information
can be checked, as required.

i Ligenze Mansger §
Ligense List:
Lxcenis X Licente Type | User Num, CPU [hours) 5-|¢ra|_i e [GB] Status Valid Throwgh P-|:<_||-;-n St Detnilic
KGR 000K oo ook waosoy Standand 1000 (petives 0) 400 (used: 474) 4096 fused: 45)  Activated  J024.02-08 Horth America

Register Licensce

User List:
Ernadl address
a33aFaaaa 3333 M

bbb kEbbbb bhbb Eamave Lser

Fudd User

CecciPeoocoddc
ddaddddd dedd

Show Usage

[oo- o oo K

Clote

To check the detailed information of a license

0 Select the license for which to check the detailed information in [License List], then click [Show Details].
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B License Manager ®
Ligenge List:
[ I i amas 1 Lirsnas Bms | loss Misss B PRl Crarmms IGR1 Srmtait Vihd Thesaimh | Banwan II Shw Detail
P
User List:
‘ Ernadl address ’ | AddUser
bhbbEtboh bbb Remeove Lser
g | Showliage |
Show
ddoaGddad dddd
SESRDREE B
| Clese |
The [License Details] dialog appears.
¥4 Licente Detals
Ligense Details:
Ligense ID [ Ligense Type | User Hum. | CPU [hours] | Sterage [GB] | Status [ Valid Through | Region
RN X KR KN NN, Standard 1000 (actives 0) | 200 (wsedt A74) | 4096 (used: 45) | Actrested | 2024-02-02 | Nodh Amenica
License Qwner / Administrators:
Email address Role Add Administrator
bbbt ﬁl bk bk Administaator Eermove Administraton
[l e Addministeator
Soda@dasd skdd Administrator
Optign Ligenses:
Option License 1D | CPU [howrs] | Storage [GE] [ Activated Date Add Option
QA e R0 RO O 0 QRO 0 QLD OO0 300 30 2023-01-24
COBROCEEHO0-DORD-BO0D-0O00-PODPOOODOODD 16 0 2023-01-29
[License Details]: Displays the license ID, license type, and usage status.
[License Owner / Administrators]: Displays the license owner and administrators. For details about adding an
administrator, see “Adding an Administrator to a License.”
[Option Licenses]: Adds an option license. For details about the operation, see “Adding an Option License.”

To show usage information for each licensed user

Hint

» Only the license owner or administrator can perform this operation.

194



Select the license for which to show usage information in [License List], then click [Show Usage] to display the [User
Usage] dialog.

S User Usage X
Email address CPU Used [hours] Storage Used [GE]
bbbb@Ebbbb.bbbb 32 2
eeoc@ccee coce 2 3
dddd@ddod dddd 3 1
eecefeces ceee a0 a4
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Adding an Administrator to a License

Up to three administrators can be added to a license. An administrator can add users to a license.
Only the license owner can perform this operation.

Hint

When adding an unregistered user as an administrator, a user creation email is sent to that user. Create an account from the
sign-up URL included in the received email.

o Select the license to which to add an administrator in [License List], then click [Show Details].

3 License Mansger o
Ligerze List:
[ I i emas 1N Liranee Bma | Dlosr Mises B Flenaie Crarmme IR1 Sratuit Valid Thesamh | Benian Shiw Details
AN R o e . Siamdand 1000 (actrve 0) 00 {used: £74) 2006 (used: 85)  Activated  H024.02-08 orth America

Register License

User List:
Ernadl pddress Add User
3333333333333
bbbbEEbbb bobb
CeOBatt oad
ddaddadad addd

Show Usage

BOSR{EEEBE. Bp

Close

The [License Details] dialog appears.

9 Click [Add Administrator].
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B License Detaals

Ligense Details:

License 1D Ligense Type | User Hum. CPU [howrs] Storage [GEB] Status Valid Through | Region

R, ' L - Standard | 1000 factiees O} 400 {usect474) | 4096 (usect 46) | Actiated | 20240208 | North America

License Cwner / Administrators:

Emnail address Rale Add Administrator
Eermowve Admingtratorn

Optign Ligenses:

Option License 1D | CPU [hours] | Storage [GE] | Activated Date Add Option

The [Add License Administrator] dialog appears.

e Enter the email address of the user to be assigned the administrator authority, then click [OK].

& Add License Administrator

License 1D oo - i - - 00 -0t

Please input adrinistratoer's emnail address which you want te add to the fellowing license,

| bbbkx@bbbb bbbl I

Pt

oK ||| Cancel |

The administrator is added to the [License Owner / Administrators] list.

¥4 Licente Detals

Ligense Details:

Ligense ID Ligense Type | User Mum. CPU [hours] Sterage [GB] Status Valid Through | Region
XN X R R IR Standard | 1000 {actee ) 200 (usedt 474) | 4096 (used: 46) | Actvated | 2024-02-08 | Morth America
License Qwner / Administrators:

Tl achdrnic | Rale Add Administrator
AAAMMAARA AAIA (hameer

mbttb_m Advinistrater Eermove Administraton
Optign Ligenses:

Option License 1D | CPU [hours] | Storage [GE] | Activated Date Add Option
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To remove an administrator
Select the administrator to remove in the [License Owner / Administrators] list, then click [Remove Administrator].
When the confirmation message appears, click [OK].
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Adding an Option License

This topic describes the procedure to add an option license.
Only the license owner and the administrators can perform this operation.

For details about option license types, see “License.”

Purchase an option license, and acquire the license ID.

Determine the option license to purchase, then send a purchase order by email to your Sony distributor. When a
license is purchased, a license ID is issued and sent to the license owner by email.

Start SFA License Manager.

Q Select the license to which to add an option license in [License List], then click [Show Details].

3 License Manager o
License List:
1 i smas I Lirsnas Boms | Dloss Miss Bl M Craemme IR St Valid Themaiah | Raaiam Shenw Details
SR S o s Standand 1000 (petiee: 0) 200 [used: 474) a058 (used: 88)  Acthvated  H024-02-08 Horth Amenica

Register License

User List:
Ernadl pddress Add User
3338533333333
bbbbEEbbb bobb
COOCEMC0CO00C
ddaddadad addd

Show Usage

Lo T

Close

The [License Details] dialog appears.

@) Click [Add Option].
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¥ License Detaals

Ligense Details:

License 1D Ligense Type | User Hum. CPU [howrs] Storage [GEB] Status Valid Through | Region
O RN HOCRE XN NI, Standard 1000 {actives 0 400 (used: 474) | 4096 (used: 45) | Activated | 2024-02-08 | Nodth America
License Cwner f Administrators:

| Add Administrator

Eermewve Administrator

Administator
Addministeator
Administrator

Option License 1D | CPU [howrs] | Storage [GE] | Activated Date Add Option I

The [Add Option License] dialog appears.

e Enter the license ID, then click [OK].

#A Add Option License bt

Flease input Optien license |0 which you want te add to the following license,

Licanse Dt sooooonooe 00 300 X000 0000000000

oK | | Cancel |

The information of the option license to be added appears.

(:, Check the information, then click [OK].

4 Add Option License *

Please check the option license information. Click "0K™ to add following eption license to the icense.

Target License | 0000000000 xoot s 0 - Moo

Option License ID | CPU [houds] | Starage [GE] _ Starage Term
U ERHER CHOH OO OO 200 50 T menths
QK I Cancel |
Hint

= An extra storage license with an expiration date which is the same or after that of the license must be added.

The option license is added to the [Option Licenses] list.
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Check that amounts in [CPU [hours]] and [Storage [GB]] of [License Details] have increased in accordance
with the added license, then click [OK].

A License Details
License Details:
License 1D Ligense Type | User Hum. |Cl‘l.lﬂmn] Storage [GEB] Status Valid Through | Region
RO X KR NN OO, Standard | 1000 {actioe § 00 (used: A74) | 8096 (used: 46) || Activated | 2024-02-02 | Modth America

|mm

Rernowe Administrator

bbbbFebbb bbbl Adrministrater
eoctgecc.coce Administrator
eleil b b ] Administrator
Optign Ligenses:

| COOOOO0C D000 B0 GO0 CODODOMO0000 | 300 30 2023-01-24

| Onticn License ID CPU Ihaurs] Soenae IGRI Activated Date ||] I Add Optien |

201



SONY

Help Guide

SFA - Life Sciences Cloud Platform

Viewing the Notification Page from Life Sciences Cloud Platform

The service operation status, notifications, and various other information for Life Sciences Cloud Platform are notified
and made available on the following page.
https://helpguide.sony.net/med/sfa_info/v1/en/index.html

5-051-744-11(1) Copyright Sony Corporation
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[Information] Window

The [Information] window is used to perform tasks such as configuring the default settings for each user, checking the
usage status, and managing workspaces and projects.
The [Information] window is displayed by clicking [Information] on the [File] tab.

Experiment

Print

x Preference Settings

Change software default settings for each user
Experiment

Help :11 E‘f@rkspace and Project Infu.rT.a.tmn

o LA e A - D & ' s o e o
w your Workspace and Project information

r,!. Logout

E Exit
@ Usage Information

Show your Workspace's usage nformation

License Information

Show vaour license Information

[] Login Mode Setting

- Show vour lagin mode satting

[Preference Settings]

Various default function settings can be saved by each user in user preferences. The values set here become the default
values used for each function.

Clicking this button displays the [Preference Settings] dialog. See “[Preference Settings] Dialog (Overview)”.
[Workspace and Project Information]

Allows you to manage workspaces and projects, create projects, and so on.

Clicking this button displays the [Workspace and Project Information] dialog. See “[Workspace and Project Information]
Dialog”.

[Usage Information]

Allow you to check the license information and usage information of Life Sciences Cloud Platform.

Clicking this button displays the [Usage Information] dialog. See “[Usage Information] Dialog”.

[License Information]

Allows you to check the license information and usage status. If you are the license owner, you can add users to the
license.

Clicking this button displays SFA License Manager.

For details about the operation, see “Starting SFA License Manager (for the First Time).”
[Login Mode Setting]

Allows you to check the login mode and change the setting.
Clicking this button displays the [Login Mode Setting] dialog. See “[Login Mode Setting] Dialog”.
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[Print] Window

The [Print] window is used to print analysis results and other information displayed on the worksheet.

The [Print] window is displayed by selecting a plot or other object you want to print on the worksheet, then clicking [Print]
on the [File] tab.

il Coecaral Fioew Aralysis
Anahr iy Wl = A0
Infaermpton .
Print
1 . Copy Count 1 Fisat
I P tncke (3 Samgiy Gezup - 1 » Well - &
Experimant Uge Advanoed Sethng
Help Printer
MV Logout Microsoft Print to POF: om FCM
B B
Settings
SO
SO =
Landscaps -

1. [Print] button
Sends the print job to the printer.

2. [Print]
Place a check mark in the [Use Advanced Settings] checkbox to set advanced printer settings.

3. Print preview
Displays a preview image of the print job.

4. [Settings]
Sets the paper size and page orientation.

5. [Printer]
Selects the printer for printing.
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[Experiment] Window

The [Experiment] window is used to import and export experiment data.
The experiment data of the ID7000 Spectral Cell Analyzer can also be imported from this window.
The [Experiment] window is displayed by clicking [Experiment] on the [File] tab.

Analysis Unmixing Sample Group - 1

Information

D Import
Print #  Import experiments from the sxp

1

Help D Export
- .:.1.5'.'.'.:': expenments to the files

fl Logout

E3 Exit

[Import]

Allows you to import the data of an experiment in exdat format and upload it to cloud storage, then view the analysis
results in the Spectral Flow Analysis software.

Clicking this button displays the [Import Experiment Data] dialog. See “[Import Experiment Data] Dialog”.

The importing of data exported from the ID7000 Spectral Cell Analyzer is also performed in this dialog.

For details about the operation, see “Importing Data.”
[Export]
Allows you to export the data of an experiment in exdat format.
Clicking this button displays the [Export Experiment Data] dialog. See “[Export Experiment Data] Dialog”.

Experiment data analyzed in this software can also be exported and then used in the Spectral Flow Analysis Software or
the ID7000 Software. (Worksheet information of Advanced Analysis is removed.)

For details about the operation, see “Exporting an FCS File.”

5-051-744-11(1) Copyright Sony Corporation
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[Help] Window

The [Help] window is used to display the help guide and check the version information of the Spectral Flow Analysis

software.
The [Help] window is displayed by clicking [Help] on the [File] tab.

1 2
= Spaciry! Fidw fndiyTil
I Expenment
fermatzn Spectral Flow Analysis
3 ) Open Help Guide SFA| \ericn015071.050m  End User Agreemen
rird % Ouen Helo Guide for Soectral Fiow Anabi S St Pl Poic
Exsedanant 2023 Sony Corporation
r ’
M Legeu
S

1. [Open Help Guide]
Displays the help guide.

2. Version information
Displays the version information of the Spectral Flow Analysis software.
You can also view the “End User Agreement” and “Privacy Settings / Privacy Policy.”
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[Preference Settings] Dialog (Overview)

The [Preference Settings] dialog allows the default values for each function to be specified according to preference for
each user. User preferences are loaded automatically, eliminating the need for some configuration settings when you
want to perform acquisition, analysis, or sorting.

The [Preference Settings] dialog is displayed by clicking [Information] — [Preference Settings] on the [File] tab.

A Preference Settings K

Worksheet

&

Define worksheet default settings. Reset

Data Management

Plots
Printer

E:...ﬂ Set default Display Events durmng anahyss.

Display Events in Analysis: | 30,000 events

Gate
Set default font size of gate label,

Label Font Size: | 12 pt ¥ | Preview: Az 12.34%

Default Axis Settings for Density/Dot/Contour/Histogram

FSC s Parameters:

Pulse
o Area Height Width
Foas '[:_.'pt:
o 200 1 1 ] 1
Limear Leg Biexponential
Hoas Range:

LY n

Preference Settings ™ 3
OK Cancel
5 4

1. Menu items

[Worksheet]: Sets the default settings related to the worksheet. For details about each item, see “[Preference
Settings] Dialog ([Worksheet]).”

[Data Management]: Specifies the export destination folders for various data. For details about each item, see
“[Preference Settings] Dialog ([Data Management]).”

[Printer]: Configures settings related to printers. For details about each item, see “[Preference Settings] Dialog
([Printer]).”
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. [Reset]
Returns the settings to the default settings of the Spectral Flow Analysis software.

. [Preference Settings]
You can import the preference settings of another user and export your own preference settings.

[Import]: Imports user data.
[Export]: Exports the current settings as preference settings.

. [Cancel]
Cancels the settings and closes the dialog.

. [OK]
Saves the settings and closes the dialog.
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[Preference Settings] Dialog ([Worksheet])

[Worksheet] in the [Preference Settings] dialog is used to specify the default settings related to worksheets.
The [Preference Settings] dialog is displayed by clicking [Information] — [Preference Settings] on the [File] tab.

Ha Preference Settings

Worksheet Define worksheet default settings.

Data Management

Plots
Printer
I_-"ﬂ Set defyult Dasplay Events during anahyss.
Display Events in Analysis 50,000 everts
Gate
Set default fiont size of gate label,
Label Font Size: | 12 pt ¥ | Preview: Az 12.34%
Default Axis Settings for Density/Dot/Contour/Histogram
FSC Awis Parameters:
Pulse
® Area Height Width
B I:_-'pt:
0 200 1 1 0 ¥
Lirear Log Biexponential
Ao Ff.lnn.]-r:
Y TEEee— n
0K
[Plots]
Plots

++++ . . .
I‘—"\‘ﬂ' Set default Display Events during analysis,

ety

Display Events in Analysis: | 30,000 events w

[Display Events in Analysis]
Selects the number of events to display on plots during analysis.

[Gate]
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Cancel



(ate

Set default font size of gate label.

Label Font Size: | 12 pt ¥ | Preview: A 12.34%

[Label Font Size]
Selects the font size of text labels shown on gates. You can check the size in [Preview].

[Default Axis Settings for Density/Dot/Contour/Histogram]

Sets the default axis settings for density plots, dot plots, contour plots, and histogram plots.
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Default Axis Settings for Density/Dot/Contour/Histogram

F5C Axis Parameters:
Pulse:
(# Area [ Height () Width
Axis Type:
-:---!----u- -!m—'- jq-r"m'm— |
0 200 10 10t 0 ¢
Linear Log Biexponential
Axis Range:
Minirmurm: 0
Maximurm: 1000000
S5C Axis Parameters:
Pulse:
(# Area [ Height () Width
Axis Type:
-:---!----u- -!m—'- jq-r"m'm— —
0 200 10 10t 0 17
Linear Log Biexponential
Axis Range:
Minirmurm: 0
Maximun 1000000
Fluorescence Axis Parameters:
Pulse:
(e Area [ Height () Width
Axis Type:
-!u -!m—'- -:--jq-r""ﬁ'rﬂﬂ— 3
0 200 10 10 0 ¢
Linear Leg Biexponential
Axis Range:
Minimum: -154 Megative area: 1.0 I-'-l|
Mazxirmurm: 1000000 Extra Negative area: 0.0 I-'-l|

1. [FSC Axis Parameters]
Sets the forward scatter (FSC) axis parameters.

[Pulse]: Selects the pulse type.

[Axis Type]: Selects the default scale type of an axis.

[Axis Range]: Sets the axis scale range by specifying the minimum value, negative area, or maximum value
according to the axis scale type.

2. [SSC Axis Parameters]
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Sets the side-scatter (SSC) axis parameters.

[Pulse]: Selects the pulse type.
[Axis Type]: Selects the default scale type of an axis.
[Axis Range]: Sets the axis scale range by specifying the minimum value, negative area, or maximum value
according to the axis scale type.
3. [Fluorescence Axis Parameters]
Sets the fluorescence data axis parameters.

[Pulse]: Selects the pulse type.

[Axis Type]: Selects the default scale type of an axis.

[Axis Range]: Sets the axis scale range by specifying the minimum value, negative area, or maximum value
according to the axis scale type.

I [Default Settings for Spectrum / Ribbon Plots]

Sets the default settings for spectrum plots and ribbon plots.

Default Settings for Spectrum / Ribbon Plots

X Axis(Spectrurn Plots): 1
1 Channel (8 Wavelength
Y Axis:
Pulse:
(#) Area  (  Height () Width
: —2
Axis Type:
0 200 10" 10t 0 ¢
Linear Log Biexponential
Spectrum Display:
"-33' -=
® ' —3
Display All Display High Density

1. [X Axis (Spectrum Plots)]
Selects the X-axis parameter.

2. [Y Axis]
Selects the Y-axis pulse parameter and scale type.

3. [Spectrum Display]
Sets the spectrum display mode.

[Display All]: Displays all density data.
[Display High Density]: Displays the high-incidence spectral information, omitting low-incidence events, to make
the display easier to view.

I [Default Settings for Contour Plots]
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Sets the default settings for contour plots.

Default Settings for Contour Plots
Method:
—
(®) Probability () Linear () Log
Percentage:
N —
Percentage of Events: | 10 |
Color Scheme:
Multicolor Black/White
Show Qutliers:
S—
[ ] Show Qutliers as Dot Plat.

1. [Method]
Selects the division method.

[Probability]: Draw contour lines so that each area between contour lines contains the same number of events.
[Linear]: Draw contour lines so that each area between contour lines contains the maximum density divided

linearly.

[Log]: Draw contour lines so that each area between contour lines contains the maximum density divided

logarithmically.

2. [Percentage]

Selects the percentage division of the contour lines. The larger the number, the larger the distance between contour

lines.

3. [Color Scheme]
Selects the color scheme.

[Multicolor]: High-density contour lines are shown in red, and low-density contour lines are shown in blue.
[Black/White]: Display in black and white.

4. [Show Outliers]

Place a check mark here to display outlier events outside the outermost contour lines as dots.
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[Preference Settings] Dialog ([Data Management])

[Data Management] in the [Preference Settings] dialog is used to specify the export destination folders for various data.
The [Preference Settings] dialog is displayed by clicking [Information] — [Preference Settings] on the [File] tab.

YA Preference Setfings 4

Worksheet Define data management default settings. Reset

Data Management

Prinker Default Bxport Folders
Default Export Folder for Plate Layout File: Cilllsers'fempd\Desktop Browse..,
Default Expont Felder for Experiment: Chillsersifempa\Desktop Browse..,
Default Expon Felder for Spectral Reference: Chlbsers\fempe’\ Desktop Browse..
Default Export Folder for Batch Analysis: Chllsersifempe\Desktop Browse..,

Preference Sethi ngs v

0K Cancel

[Default Export Folder for Plate Layout File]
Specifies the destination for exporting the plate metadata as a CSV file in the [Export Layout to CSV File] dialog.

For details, see “Editing and Importing Plate Metadata.”

[Default Export Folder for Experiment]
Specifies the destination for exporting the experiment data in the [Export Experiment Data] dialog.

For details, see “Exporting an Experiment.”

[Default Export Folder for Spectral Reference]
Specifies the destination for exporting an autofluorescence spectral reference in the [Unmixing Settings] dialog.

For details, see “[Unmixing Settings] Dialog ([Color Panel] Tab).”

[Default Export Folder for Bach Analysis]
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Specifies the destination for exporting the contents of the statistics table as a CSV-format file in the [Batch Analysis]
dialog.

» For details, see “Running Batch Analysis.”
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[Preference Settings] Dialog ([Printer])

[Printer] in the [Preference Settings] dialog is used to configure the default settings related to printers.
The [Preference Settings] dialog is displayed by clicking [Information] — [Preference Settings] on the [File] tab.

Ha Preference Settings )
wvorksheet Define printer default settings. Reset
Data Management

Printer
Printer :
\% Microsoft Print to PDF: on FCM =
- Ready
Settings for workshest
15063 —
29T x 420 mirn (11.Tinch x 16.5 inch
. Landscape =
Preference S-:I!I!lng';. -
oK Cancel
[Printer]

Specifies the print output destination printer.
[Settings for worksheet]

Specifies the paper size and page orientation for printing worksheets.
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[Usage Information] Dialog

The [Usage Information] dialog is used to check the license information and usage information of Life Sciences Cloud
Platform.
The [Usage Information] dialog is displayed by clicking [Information] — [Usage Information] on the [File] tab.

¥4 Ussge Infomation X
Wrlapace Lint
Weorkepage Mame Licende Mum, | Ligense Teem CPU Lireit [howrz) | Tedsd Used [hourt]  Wirkipace Uted [hourt]  Stedage Limit [GB] | Total Uted [GB] | Werkspace Used [GB]
SFAS Workipaoe 9 2023-04-25 - 2024-04-24 17267 250 214 2011 a7 350
Wioddpate 1 ] S023-0u0: 2% - 2004024 TR2ET 25 13 20m 1T 3
Project List:
Peggect Hamse CPU uied [howrs] | Seoiage wied [G8]
Mo Project 214 350
Chose

[Workspace List]

Displays a list of the information of the workspaces to which you belong.

When you select a workspace, the projects in which you participate are displayed in [Project List].

[Project List]

Displays a list of the information of the projects in which you participate in the workspace selected in [Workspace List].
[Close]

Closes the dialog.
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[Workspace and Project Information] Dialog

The [Workspace and Project Information] dialog is used to manage workspaces and projects, create a project, and so
on.

The [Workspace and Project Information] dialog is displayed by clicking [Information] — [Workspace and Project
Information] on the [File] tab.

1
S Workgpace and Project Infarmation x
Region S Warkepace
Morth America [ |Workspace 1 Save
Chamer 5FA - Life Sciences Cloud Platform
Adrministrators:
Users: Show Workspace Users
Hroject List
— .
Project 2 Marme Mew Project Save
Project |
Mew Project Owner: SFA - Lifz Sciences Cloud Platform
Administrators:
Ussre: Show Project Users
Add Delete
] Cancel
2 3 4

1. [Region / Workspace]
Display the workspace that you select and the region of the workspace.
You can rename a workspace that you own. To do so, edit the name and click [Save].
[Owner]
Displays the owner of the workspace.
[Administrators]
Displays the administrators of the workspace.
[Users]
To click [Show Workspace Users], allows you to check the users participating in a workspace you own. In addition,
the owner or an administrator of the workspace can invite a user to become a user of the workspace.
Clicking this button displays the [Show Workspace Users] dialog. See “[Show Workspace Users] Dialog”.

2. [Project List]
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Displays a list of the projects located in the workspace selected in [Workspace List]. In [Properties], information about
the workspace selected in the list is displayed.

[Name]

Displays the name of the project. You can rename a project located in a workspace that you own. To do so, edit the
name and click [Save].

[Owner]

Displays the owner of the project.

[Administrators]

Displays the administrators of the project.

[Users]

To click [Show Workspace Users], allows you to check the users participating in the project selected in the list, and
add or delete a user to/from the project. Only the owner or an administrator of the project can add and delete project
users. Clicking this button displays the [Show Project Users] dialog. See “[Show Project Users] Dialog”.

[Add]

Adds a new project. Clicking this button adds “New Project” to the list. Only the owner or an administrator of the
workspace can add a project.

[Delete]

Deletes the project selected in the list. Only the owner or an administrator of the workspace can delete a project.

. [OK]

Saves the settings and closes the dialog.

. [Cancel]
Cancels the settings and closes the dialog.
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[Show Workspace Users] Dialog

The [Show Workspace Users] dialog is used to check the users participating in a workspace you own, and invite a user
to become a user of the workspace.

The [Show Workspace Users] dialog is displayed by clicking [Show Workspace Users] on the right side of [Workspace
List] in the [Workspace and Project Information] dialog.

1
A Show Workspace Users 4
Weorkspace: SFA's Workpace (yours)
Email address Full Mame Status Werkspace Role Irvite 2
LifeSciencesCloud Psony.com SFA - Life Sciengy  joined Ohwner

Close

1. [Workspace]
Displays the workspace name and a list of the participating users.

2. [Invite]
Allows you to invite another user to the workspace. Clicking this button displays the [Invite User] dialog. See “[Invite
User] Dialog”.

3. [Delete]
Deletes the user selected in the list from the workspace.

4. [Change Role]
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Allows you to change the role that the user selected in the list has in this workspace. Clicking this button displays the
[Change Project Role] dialog. See “[Change Project Role] Dialog”.
There are the following roles for a workspace.

[Owner]: The owner of the workspace can manage the workspace users and create projects. The owner of the
workspace is the owner of the projects in the workspace.
[Administrator]: An administrator of the workspace can manage the workspace users and create projects. An
administrator of the workspace who has created a project is the administrator of that project.
[User]: A user of the workspace can be added as a user of a project in the workspace.
5. [Close]
Closes the dialog.
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[Show Project Users] Dialog

The [Show Project Users] dialog is used to check the users who are users of the project and add users to the project.

The [Show Project Users] dialog is displayed by clicking [Show Project Users] in the [Workspace and Project Information]
dialog.

1
WA Show Project Users 4
Project: Project 2 (Space: Space 1)
Email address Full Mame Project Role Add Users 2
LifeSciencesCloud @sony.com SFA - Life Sciemcr  Owner

Remove from Project

Change Role i}

Close

1. [Project]
Displays the project name and a list of the participating users.

2. [Add Users]
Allows you to add a user to the project. Clicking this button displays the [Add Project User] dialog. See “[Add Project
User] Dialog”.

3. [Remove from Project]
Removes the user selected in the list from the project.

4. [Change Role]
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Allows you to change the role that the user selected in the list has in this project. Clicking this button displays the
[Change Project Role] dialog. See “[Change Project Role] Dialog”.
There are the following roles for a project.

[Owner]: The owner of a project can add and delete project users, and change their roles. The owner of the
workspace is the owner of the project.
[Administrator]: An administrator of a project can add and delete project users, and change their roles.
[User]: A user can view, analyze, add, and delete the data in the project.
5. [Close]
Closes the dialog.
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[Add Project User] Dialog

The [Add Project User] dialog is used to add users to the project. They are added as users of the project. The role can
be changed after adding a user.
The [Add Project User] dialog is displayed by clicking [Add Users] in the [Show Project Users] dialog.

%A Add Project User Y

Project: Project 1 (Workspace: Workspace 1)
Ernail address Full Marme
w@yvwyyyyy  Ada bbb

IDNQEIIINI  XiwWY

Add Clase

[Project]
Displays the project name and a list of the users who can participate in the project.

Hint

For a user to join a project, the user must be a user of the workspace. For details about the operating procedure, see “Adding
Users to a Workspace.”

[Add]

Adds the user selected in the list to the users of the project.
[Close]

Closes the dialog.
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[Change Project Role] Dialog

The [Change Project Role] dialog is used to change the role of a user in the workspace and project.
The [Change Project Role] dialog is displayed by clicking [Change Role] in the [Show Workspace Users] dialog or [Show
Project Users] dialog.

5F4 Change Project Role >
Project: Mew Project
User Aaaai@asaa.aaas
Role Chwner

Administrator

o User

QK Cancel

[Workspace] or [Project]

Displays the workspace or project name.
[User]

Displays the email address for the user.
[Role]

Selects the role of the user.

[OK]

Saves the settings and closes the dialog.
[Cancel]

Cancels the settings and closes the dialog.
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[Invite User] Dialog

The [Invite User] dialog is used to set a user to be invited to the workspace. After the user agrees, the user is added as a
user of the workspace.
The [Invite User] dialog is displayed by clicking [Invite] in the [Show Workspace Users] dialog.

SFA |nyite User X

Ermail address W

Projects | Project 2
(to be added) |[; Project 1

|rvite Cloze

[Email address]

Enter the email address of the user you want to invite. Only the user who owns the license of Spectral Flow Analysis can
invite.

[Project]

Place check marks in the checkboxes of the projects you want the user to join.

[Invite]

Invites the user. An invitation email for the workspace is issued to the specified email address. After the user agrees, the
user is added to the workspace.

[Close]

Closes the dialog.
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[Login Mode Setting] Dialog

The [Login Mode Setting] dialog is displayed by clicking [Information] — [Login Mode Setting] on the [File] tab.
The [Login Mode Setting] dialog allows you to check the login mode and clear the setting. If the login mode setting is
cleared, the setting dialog will appear when Spectral Flow Analysis starts next time.

54 Login Mode Setting >

Current Login Mode:  Individual PC mode

Clear current mode

QK Cancel

[Current Login Mode]

Displays the current login mode.

[Clear current mode]

Place a check mark here and click [OK] to clear the login mode setting.
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[Import Experiment Data] Dialog

The [Import Experiment Data] dialog is used to import the data of an experiment in exdat format, and upload it to cloud
storage. After uploading completes, analysis is run automatically and the analysis results can be checked on the [View]
tab.

The importing of data exported from the ID7000 Spectral Cell Analyzer is also performed in this dialog.

The [Import Experiment Data] dialog is displayed by clicking [Experiment] — [Import] on the [File] tab.

SFA |mport Experiment Data

Import File(s): ChlUsershfornpct Desktopt SEAN DTO00-20220807-1730 Browse...

+ | | confirmed that the import files do not contain any personal infermation of subjects,

ataly

Import Close

[Import File(s)]

Specify the name of the file containing the experiment data you want to import.

[I confirmed that the import files do not contain any personal information of subjects.]

Check that the data to be imported does not contain any personal information of subjects, then place a check mark in the
checkbox.

Progress bar

Displays the import progress.

[Import]

Starts the import.

When you place a check mark in the [I confirmed that the import files do not contain any personal information of
subjects.] checkbox, this button becomes available.

[Abort]

Aborts the import.

[Close]

Closes the dialog.
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[Export Experiment Data] Dialog

The [Export Experiment Data] dialog is used to export experiment data in exdat format.
Experiment data analyzed in this software can also be exported and then used in another application.
The [Export Experiment Data] dialog is displayed by clicking [Experiment] — [Import] on the [File] tab.

A Export Expenment Datas b4
Uzer: | SFA - Life Sciences Ooud Platform v
Expenment List |Exporting Experiment List
Experiment Name - Experiment Name
[, Experiment 2002/08,27 21:04 (2) Experiment J022/08/27 21:04 (2)
E Experiment 2022/08/27 21:04 E Expeniment 2023/03/01 11:13 (1)

E Experiment 20220827 21:04 (1)
Gﬂ Experiment 2022/02/24 17:48
[ Experiment 2021/05/13 8:27 ployenl
E Experiment 2021/06/13 527 (1)
[B Experiment 2023/03/01 11:13 (1)

Move

E Expenment 2023/03/01 11:13 (4) =
€|H| [rm— 5
v 6
Output Felder: | C\Usershiempch Deshtop Browse... — ?

Export Close

1. [User]
Selects the owner of the experiments to export.

2. Experiment list
Displays a list of experiments owned by the selected user.
Select the experiment(s) you want to export.

3. [Move] / [Move All]
Clicking [Move] adds the experiment data selected in the experiment data list to the [Exporting Experiment List].
Clicking [Move All] adds all the experiment data in the experiment data list to the [Exporting Experiment List].

4. [Exporting Experiment List]
Lists the experiments to be exported.

5. [Clear]
Clears the [Exporting Experiment List].
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10.

1".

. [Remove]

Removes the selected experiment from the [Exporting Experiment List].

. [Output Folder]

Specifies the export destination folder. Click [Browse] to select the destination folder.

. Progress bar

Displays the export progress.

. [Export]

Starts exporting.

[Cancel]
Cancels the export and closes the dialog.

[Close]
Closes the dialog.
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[View] Tab

The [View] tab is used to view the imported experiment data.

Hint

You can only view data on the [View] tab. If you want to analyze the data, it is necessary to switch to the [Analysis] tab. For
details about the operating procedure, see “Opening the [Analysis] Tab.”
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1. [Experiment Explorer] pane
Selects data to view. You can also search experiments by date and keyword.
For details about the operating procedure, see “Searching Experiments.”

2. Experiment list
Displays the data of acquired experiments, analysis samples, and reports in list view.

3. Worksheet
This worksheet contains the data of the selected wells/tubes. Click the tab of the worksheet you want to view.
For details about the tools and information display that are common for worksheets, see “Toolbar” and “Status Bar.”

4. [Start Analysis]
Switches the experiment selected in the experiment list to the [Analysis] tab.
This button has the same function as [Start Analysis] displayed by right-clicking an experiment.
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5. Context menu
For details about the menu items, see “Experiments.”

6. [Plate] panel
Displays a list of wells/tubes. You can switch the display to list view or map view.
The icon of a well/tube varies depending on the worksheet mode.
() : [Shared] mode
| [Individual] mode
[Color coded by]
You can sort wells by color for selected metadata.
Y
Displays the [Layout Editor] dialog where you can view the plate layout, sample information, metadata, and other
information. See “[Layout Editor] Dialog”.
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Structure of [Analysis] Tab

The [Analysis] tab is used to analyze the data in the imported experiment.
The [Analysis] tab has the following structure.
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1. Tabs (ribbon)
The ribbon has the following tabs (tabs vary depending on the current selection).

[Analysis] tab (See “[Analysis] Tab (Ribbon)”.)

[Unmixing] tab (See “[Unmixing] Tab (Ribbon)”.)

[Worksheet Tools] tab (See “[Worksheet Tools] Tab (Ribbon)”.)
[Plot Tools] tab (See “[Plot Tools] Tab (Ribbon)”.)

[Gate Tools] tab (See “[Gate Tools] Tab (Ribbon)”.)

2. Worksheet
This worksheet contains the data of the selected wells/tubes.
For details about the tools and information display that are common for worksheets, see “Toolbar” and “Status Bar.”

3. Context menu
For details about the menu items, see “Worksheet.”

4. Statistics Table

Displays statistics calculated automatically from acquired data.
For details about each item, see “Statistics Table.”
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5. Control pane
Selects a sample for analysis.
For details about the operating procedure, see “Selecting a Sample for Analysis.”
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[Analysis] Tab (Ribbon)

The [Analysis] tab of the ribbon has the following buttons.

&

1.

1 2 3 4 2
) = :
1 -_""- Analysis Unmixing Well - 407

o = t fit, % natveie | 50 " ¥
LE [EE| m D_J U u Ll Elo r@q Anatygie: | 50,000 everts {E [i-:'_
= Layout  Bxport Layout ) | Copy te  Export Instrument Instrument  Stopping Batch  Expertte Terminate tart

Editcr 1o CSV File - Settings Settings  Condition || Anatysis  FCS File AnaySis
[Plate] group

These buttons allow you to delete a plate from an experiment or edit plate settings.

[Layout Editor]

Allows you to edit the layout of the plate selected in the [Experiment] panel. Clicking this button displays the [Layout
Editor] dialog. See “[Layout Editor] Dialog”.

[Export Layout to CSV File]

Allows you to export the metadata of the plate selected in the [Experiment List] panel to a file in CSV format. Clicking
this button displays the [Export Layout to CSV File] dialog.

Allows you to edit information related to the plate. Clicking this button displays the plate properties dialog. See “Plate
Properties Dialog”.

. [Sample]

These buttons are used for operations on wells.

[Copy]/[Paste]

Copies and pastes the selected well.

[Export Instrument Settings]

Exports the instrument settings as a file.

[Instrument Settings]

Allows you to configure instrument settings related to lasers, detectors, and flow rates. Clicking this button displays
the [Instrument Settings] dialog. See “[Instrument Settings] Dialog”.

[Stopping Condition]

Allows you to view the data acquisition stopping condition. Clicking this button displays the [Stopping Condition]
dialog.

Allows you to edit information related to the well. Clicking this button displays the well properties dialog. See “Well
Properties Dialog”.

. [Batch Processing]

These buttons are used to run analysis on multiple samples at the same time.

[Batch Analysis]

Runs batch analysis for the selected experiments, plates, and sample groups. Clicking this button displays the [Batch
Analysis] dialog.

For the operating procedure, see “Running Batch Analysis.”

[Export to FCS File]
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Exports the acquisition data for the selected experiments, plates, and sample groups as an FCS file. Clicking this
button displays the [FCS File Export] dialog.

For the operating procedure, see “Exporting an FCS File.”

. [Display Events]

Configures settings related to events displayed on plots.
[Analysis]

Selects the number of events to display on plots during analysis.

. [Analysis]

Terminates or restarts the analysis server.

[Terminate Analysis]

Terminates the analysis server when it is running. Clicking this button, a message appears to prompt you to terminate
the analysis server. The analysis server terminates to click [OK].

Hint
To forcibly terminate the analysis server while performing lengthy process such as advanced analysis, click [Force Terminate]

button which is shown on the data saving dialog. Please note that the analysis results may be incomplete when the server is
forcibly terminated.

[Restart Analysis]
Restarts the analysis server.
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[Unmixing] Tab (Ribbon)

The [Unmixing] tab of the ribbon has the following buttons.

A ¥
] “ Analysis Jrmixing Well - A1 All events
Matric | Unmi - @B @ L E
g ga g N I bd B |#
= V| Lte cOmmon matrix Calculate Apply Unmixing t f of Unmixing Load Speciral  Add to | |Sutefluorescenc | Fluorochrome
Makrix Settings . Viewer»  Referénce  Library Finder Database

. Unerixding Spectral Reference Sutoflucrescenc | Fluorochrome

1. [Unmixing]

These buttons are used to calculate the fluorescence unmixing matrix and to apply the matrix.

[Matrix]

Selects the unmixing matrix.

[Use common matrix]

Place a check mark in the checkbox to apply the unmixing matrix to all the samples in the sample group.
[Calculate Matrix]

Calculates the spectral unmixing matrix.

[Apply]

Selects whether fluorescence unmixing is applied to plots on the worksheet. Clicking this button toggles unmixing
on/off. This setting is reflected on the unmixing settings.

[Unmixing Settings]

Allows you to adjust the fluorescence unmixing. Clicking this button displays the [Unmixing Settings] dialog. See
“[Unmixing Settings] Dialog ([Color Panel] Tab)”.

. [Spectral Reference]

These buttons are used to adjust spectral references and register spectral references in the library.

[Spectral Reference Adjuster]

Allows you to manually correct the fluorescence unmixing by adjusting the spectral reference of the selected matrix.
Clicking this button displays the [Spectral Reference Adjuster] dialog.

For details about the operating procedure, see “Adjusting Spectral Unmixing Manually (Spectrum).”

[Unmixing Viewer]
You can check the results of spectral unmixing by displaying a list of plots for each fluorochrome combination.
Clicking this button displays the [Unmixing Viewer] dialog.

For details about the operating procedure, see “Checking Fluorochrome Unmixing Results Summary.”

[Load Spectral Reference]

Allows you to load a spectral reference from the spectral reference library into the selected matrix. Clicking this
button displays the [Load Spectral Reference] dialog. See “[Load Spectral Reference] Dialog”.

[Add to Library]

Adds the spectral reference to the library.

. [Autofluorescence]

This button is used to find autofluorescence populations.
[Autofluorescence Finder]
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Allows you to find the autofluorescence spectrum in acquisition data by searching for the autofluorescence
populations.
Clicking this button displays the [Autofluorescence Finder] dialog.

For details about the operating procedure, see “Finding Autofluorescence Populations.”

. [Fluorochrome]

This button is used to manage the fluorochrome database.

[Fluorochrome Database]

Allows you to edit the fluorochrome database. Clicking this button displays the [Fluorochrome Database] dialog. See
“[Fluorochrome Database] Dialog”.
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[Worksheet Tools] Tab (Ribbon)

The [Worksheet Tools] tab of the ribbon has the following buttons.

A

1.

1 2 3 4 5 6 7
i N Spec | o Fiow
1 I“. Analysis nrmixing Well - AD1
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= Density Dot Contour Colorfads Histogram Spectrum Ribbon | | Show | Snap to Change 8D Show | Edit Esqart Gate Croeriy
fGrid Grid A-"rm Palette~ %~ Tabie Stadistics ~| | Manager || Workchest =
[New Plot]

These buttons are used to add a new plot.

For details about adding plots, see “Adding Plots.”

[Density]

Adds a new density plot.
[Dot]

Adds a new dot plot.
[Contour]

Adds a new contour plot.
[Color Axis]

Adds a new color axis plot.
[Histogram]

Adds a new histogram plot.
[Spectrum]

Adds a new spectrum plot.
[Ribbon]

Adds a new ribbon plot.

. [Alignment]

These buttons are used to display a grid on the worksheet and to align displayed items with the grid.
[Show Grid]

Displays a grid on the worksheet.

[Snap to Grid]

Aligns the plots and statistics table with the grid when they are moved.

[Auto Arrange]

Automatically aligns the positions of the plots and statistics table.

. [View]

These buttons are used to make settings related to the display of plots.
[Change Palette]

Changes the display style of the selected plot.

Click this button and select the display style.
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White background
White background with highlighted outlying (rare) events
Black background
Black background with highlighted outlying (rare) events

Highlighting outlying events is useful for identifying and analyzing rare events.

Zoom

Changes the display size of plots. The current zoom factor is displayed below the icon. This setting is applied to all
plots. Click this button and select the zoom factor, or use the slider to set the zoom factor.

. [Statistics]

These buttons are used to make settings related to the statistics table.

[Show Table]

Shows/hides the statistics table.

[Edit]

The statistics in the table can be customized. Clicking this button displays the [Statistics Editor] dialog. See
“[Statistics Editor] Dialog”.

[Export Statistics]

Exports the contents of the statistics table as a file in CSV format.

. [Gates]
This button is used to manage and configure gates.

For details about adding gates, see “Editing Gates.”

[Gate Manager]
Allows you to manage and configure the gates set for the selected sample tube. Clicking this button displays the
[Gate Manager] dialog. See “[Gate Manager] Dialog”.

. [Overlay]
This button is used to display spectral data for the selected plots overlaid.

For details about the operation, see “Displaying Multiple Spectral Data Overlaid.”

[Overlay Worksheet]
Displays the overlay worksheet.

[Half Worksheet View]: Displays the overlay worksheet in the bottom half of the worksheet.
[Full Worksheet View]: Displays the overlay worksheet occupying the full area of the worksheet.
[Hide Overlay Worksheet]: Hides the overlay worksheet.

. [Print]

This button is used to print the worksheet.

[Print]

Allows you to print the content displayed on the worksheet.

Clicking this button displays the [Print] window. See “[Print] Window”.

241



242



SONY

Help Guide

SFA - Life Sciences Cloud Platform

[Plot Tools] Tab (Ribbon)

The [Plot Tools] tab of the ribbon has the following buttons.
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For details about the operating procedure, see “Adding Plots.”

1. [Plot Type]
These buttons are used to change the plot type.
This item can be applied to multiple selected plots on the worksheet.
[Density]/[Dot]/[Histogram]/[Contour]/[Color AXis]
Changes the type of the selected plot.

Hint

Spectrum plots cannot be modified.

2. [Edit]
These buttons are used to duplicate and delete plots.
[Duplicate Plot]
Duplicates the selected plot or statistics table within the worksheet.
[Remove Plot]
Removes the selected plot.

Di.splays the properties for the selected plot. You can change the setting of each parameter, as required. Clicking this
button displays the [Plot Properties] dialog.

For dot plots, density plots, and histogram plots, see “[Plot Properties] Dialog (Properties for Dot Plots, Density
Plots, and Histogram Plots)”.

For contour plots, see “[Plot Properties] Dialog (Properties for Contour Plots)”.

For color axis plots, see “[Plot Properties] Dialog (Properties for Color Axis Plots)”.

For spectrum plots, see “[Plot Properties] Dialog (Properties for Spectrum Plots)”.

3. [Scale]
These buttons are used to make settings related to the scale of the X and Y axes.
This item can be applied to multiple selected plots on the worksheet.
[X Axis]/[Y Axis]
Selects the type for the X and Y axes.

For details about the items, see “[Plot Properties] Dialog (Properties for Dot Plots, Density Plots, and Histogram
Plots).”

[Swap]
Swaps the X axis and Y axis parameters.
[Auto Adjustment (XY)]
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Automatically adjusts the scale of the X axis and Y axis.

[Auto Adjustment (X Axis)]

Automatically adjusts the scale of the X axis.

[Auto Adjustment (Y Axis)]

Automatically adjusts the scale of the Y axis.

[Zoom]

Changes the magnification of plots. Click this button to turn on zoom, and then drag around the portion of the plot
you want to zoom in on to magnify that portion.

[Default Adjust]

Restores the scales to their default display.

Hint

Automatically adjusting the axis scale places the minimum and maximum values of the population near the ends of the X axis
and Y axis.

The automatic adjustment function adjusts the axis when the button is clicked. During data acquisition, events that are
detected after the axes are automatically adjusted may be off-scale. In this case, readjust the axes as required.

. [View]

These buttons are used to make settings related to the display of plots.
[Spectrum Display]

Sets the spectrum display mode.

[Display All]: Displays all events.
[Display High Density]: Displays the high-incidence spectral information, omitting low-incidence events, to make
the display easier to view.

. [New Gate]
These buttons are used to add a new gate.

For details about the procedure to add gates, see “Adding Gates.”

[Rectangle]

Adds a rectangle gate.

[Ellipse]

Adds an ellipse gate.

[Polygon]

Adds a polygon gate.

[Quadrant]

Adds a quadrant gate. Quadrant gates are added with the intersection point of the quadrants at the position of the
mouse click.

[Linear]

Adds a linear gate to a histogram plot. Linear gates are added by dragging the mouse horizontally on the histogram
plot. The height of the reference line is for display only, and has no effect on the value of the linear gate.

. [Tool]

[Sync Scale and Gate]

Synchronizes the scale and gates of all plots within a sample group.

[Copy Picture]

Copies the selected plot or statistics table to the clipboard as an image so that it can be pasted in other software for
use in a report or other content.

This item can be applied to multiple selected plots on the worksheet.
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[Gate Tools] Tab (Ribbon)

The [Gate Tools] tab of the ribbon has the following buttons.
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1. [Edit]
These buttons are used to edit the selected gate.
[Remove Gate]
Removes the selected gate.
[Gate Manager]
Allows managing and configuring the selected gate. Clicking this button displays the [Gate Manager] dialog. See
“[Gate Manager] Dialog”.

Di'splays the properties of the selected gate. You can change the setting of each parameter, as required. Clicking this
button displays the [Gate Properties] dialog. See “[Gate Properties] Dialog”.

2. [Label]
These buttons make settings related to gate labels.
[Font Size]
Selects the font size of text.
[Statistic]
Selects the statistic information that is displayed for gates.

3. [Color]
This group is used to change the colors of gates.
Color Palette
Changes the color of the selected gate.
[Edit color]
Changes a color in the palette to a custom color. Click a color in the color palette, click the [Edit Color] button, then
select a new color, and click [Apply].

4. [New Child Plot]
These buttons are used to add a new child plot.
[Density]
Adds a new density plot.
[Dot]
Adds a new dot plot.
[Contour]
Adds a new contour plot.
[Color Axis]
Adds a new color axis plot.
[Histogram]
Adds a new histogram plot.
[Spectrum]
Adds a new spectrum plot.
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[Ribbon]

Adds a new ribbon plot.

. [Data Quality]

Configures settings related to data quality.
[Data Cleaning]

Removes events containing noise and outliers.

For details about the operation, see “Removing Events Containing Noise and Outliers (Data Cleaning Function)”
in “Analysis Using the Dimensionality Reduction Function.”

. [Clustering]
Analyzes data by using the clustering function to extract a cell population automatically.

For details about the operation, see “Analyzing by Learning Samples” in “Analysis Using the BL-FlowSOM
Function.”

[BL-FlowSOM]
Analyzes data by using BL-FlowSOM. Clicking this button displays the [BL-FlowSOM] dialog. See “[BL-FlowSOM]
Dialog”.

. [Dimensionality Reduction]
Analyzes data by using the dimensionality reduction function to “compress” multi-dimensional cell data to display it
on a two-dimensional plot.

For details about the operation, see “Analyzing by Learning Samples” in “Analysis Using the Dimensionality
Reduction Function.”

[UMAP]
Analyzes data by using UMAP. Clicking this button displays the [UMAP] dialog. See “[UMAP] Dialog”.

[FIt-SNE]
Analyzes data by using FIt-SNE. Clicking this button displays the [FIt-SNE] dialog. See “[FIt-SNE] Dialog”.
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[Layout Editor] Dialog

The [Layout Editor] dialog is used to edit the sample information and add keywords to the sample.
The [Layout Editor] dialog is displayed by clicking [Layout Editor] of [Plate] tab on the [Analysis] tab of the ribbon.

Ly | Do 0 X

1
-
.
&
1

V4 V| vV
v V| V] V] v

Sl Cedas

1. View
You can switch the display to list view or map view.
The icon of a well/tube varies depending on the worksheet mode.
) [Shared] mode
: [Individual] mode

2. [Color coded by]
You can sort wells by color for selected metadata.

Sample Group
Cell
Condition
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3. [Sample Information]
You can edit information about a sample.
[Name]
Enter the name of the well.
[Cell (optional)]
Enter information about the cell, as required.
[Condition (optional)]
Enter the condition of the sample, as required.
[Memo (optional)]
Enter a comment, as required.

4. [Sample Keywords]
You can edit the sample keywords for the keyword names set in an experiment.
[Name]
Displays the keyword names configured in the experiment.
[Value]
Enter a sample keyword.

5. [Sample Status]
Displays the acquisition status of the sample.
[Status]
Displays the acquisition status of the sample.
[Acquisition Date]
Displays the acquisition date and time.
[Worksheet Mode]
Displays the worksheet mode.
[Unmixing Cache]
Displays whether data for which fluorescence unmixing calculation has completed exists.

6. [Sample Settings]
Displays settings related to sample acquisition.
[Sample Group]
Selects the sample group to which the sample belongs.
[Auto acquisition target]
Place a check mark in the checkbox to set as the auto acquisition target.

7. Wells
Displays the status of each well using icons.
/) : Data recording has completed.
(): Data has not been acquired yet.
The icon varies depending on the worksheet mode.
() : [Shared] mode
] [Individual] mode

8. [Close]
Closes the dialog.
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Plate Properties Dialog

The plate properties dialog is used to edit plate information and configure settings for data acquisition.
The plate properties dialog is displayed by clicking | 4 of [Plate] on the [Analysis] tab of the ribbon, or right-clicking a
plate in the experiment list and selecting [Properties].

1
SFA 24 Tube Rack (3mL] - 1 - Properties - O X
Plate Information
Type: 24 Tube Rack (3mL)
Mame: 24 Tube Rack {(3mL) - 1
Date Createch: 8/472020 6:36:22 P

MNumber (optional):

Mernc (opticnal):

Acquisition Setting

Order == Left-To-Right |11 Top-To-Bottom

"

QK Cancel

1. [Plate Information]
Allows you to edit information related to the plate.
[Type]
Displays the type of plate.
[Name]
Enter the name of the plate.
[Date Created]
Displays the date created.
[Number (optional)]
Enter a plate number, as required.
[Memo (optional)]
Enter a comment, as required.

2. [Acquisition settings]
Configures settings for data acquisition.

[Order]
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Select the well acquisition sequence.
3. [OK]
Saves the settings and closes the dialog.

4. [Cancel]
Cancels the settings and closes the dialog.

250



SONY

Help Guide

SFA - Life Sciences Cloud Platform

Sample Group Properties Dialog

The sample group properties dialog is used to configure metadata for a sample group.
The sample properties dialog is displayed by clicking | 4 of [Sample Group] on the [Analysis] tab of the ribbon, or right-
clicking a sample group in the experiment list and selecting [Properties].

1
SFA Sample Group - 1 - Properties X
Sample Group Information
Mame: Sample Group - 1
Date Created: 33,2023 6:36:42 PM
Mermo (opticnal):
Sample Group Settings
Sample Group Type: Single Positive Contral Maormal
Ok Cancel
2 3 4

1. [Sample Group Information]
You can edit information about a sample group.
[Name]
Enter the name of the sample group.
[Date Created]
Displays the date created.
[Memo (optional)]
Enter a comment, as required.

2. [Sample Group Settings]
Displays settings for a sample group.
[Sample Group Type]
Displays the sample group type. This parameter cannot be modified.

3. [OK]
Saves the settings and closes the dialog.

4. [Cancel]
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Cancels the settings and closes the dialog.
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Well Properties Dialog

The well properties dialog is used to edit the sample information, add keywords to the sample, and check the sample
status.

The well properties dialog is displayed by clicking | -, of [Sample] on the [Analysis] tab of the ribbon, or right-clicking a
well in the [Plate] panel and selecting [Properties].

Sample Information

Mane Al - &l
Cell [optionall:

Conditesn (spticas] '|

Mema [optienal

Sample Keywords
MName f2fue
Eeswand 1 Element 001
Keypword 2 Test 001
Kieywond X
Kepwond &
Kegwand &
Keypwond 6
Kipwond T
Keypwornd &
Kiepwond &

Kepword 10

Sample Status

Statu: Acquired Abomed Bverie
Begiiision Date 3372028 4318 AM Aban Count: [T
Acquisiftion Conditson: Bl Abon Rate
Tetal Events: 20, 406 Worksheet Mode: Imdradual

Uneang Cache: Mot Available

Sample Settings

Sample Geouge &5 Sample Growp - 1 - 4

[+)% Camcel

5 6

1. [Sample Information]
You can edit information about a sample.
[Name]
Enter the name of the well.
[Cell (optional)]
Enter information about the cell, as required.
[Condition (optional)]
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Enter the condition of the sample, as required.

[Memo (optional)]

Enter a comment, as required.

. [Sample Keywords]

You can edit the sample keywords for the keyword names set in an experiment.
[Name]

Displays the keyword names configured in the experiment.

[Value]

Enter a sample keyword.

. [Sample Status]

Displays the acquisition status of the sample.
[Status]

Displays the acquisition status of the sample.
[Acquisition Date]

Displays the acquisition date and time.
[Acquisition Condition]

Displays the acquisition end condition.

[Normal]: Acquisition ended successfully.

[Low Event Rate]: A low event rate or reducing event rate was detected.
[Air]: Air bubbles have been detected.

[Elapsed Time Limit]: The upper limit of acquisition time has been reached.

[Total Events]

Displays the number of events.

[Aborted Events]

Displays the number of aborted events and their percentage.

[Worksheet Mode]

Displays the worksheet sharing mode.

[Unmixing Cache]

Displays whether data for which fluorescence unmixing calculation has completed exists.

. [Sample Settings]

Displays settings related to sample acquisition.

[Sample Group]

Selects the sample group to which the sample belongs.

[Auto acquisition target]

Place a check mark in the checkbox when automatically acquired well.

. [OK]
Saves the settings and closes the dialog.

. [Cancel]
Cancels the settings and closes the dialog.

5-051-744-11(1) Copyright Sony Corporation

254



SONY

Help Guide

SFA - Life Sciences Cloud Platform

[Instrument Settings] Dialog

The [Instrument Settings] dialog is used to view the instrument settings of the sample group.
The [Instrument Settings] dialog is displayed by selecting a sample group in the experiment list and then clicking
[Instrument Settings] of [Sample] on the [Analysis] tab of the ribbon.

[Laser] tab

The [Laser] tab displays the lasers used in acquisition and the laser output.

54 nstrument Settings - x

sample:  Well - A1

Mode: Normal

Laser || Detector & Threshold || Flow Control | Agitation | Event Check | Cleaning | Detector (Advanced])

Laser On/Off: Laser Power:
355nm 50 W
405am 100 mW
488nm 150 i
Ed 551nm 100 iy
Ed 537nm 140 W
Close
[Laser On/Off]

Displays the on/off status of the lasers used in acquisition.
[Laser Power]
Displays the laser output of each laser.

[Detector & Threshold] tab

The [Detector & Threshold] tab displays settings related to detectors and thresholds.
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54 |nstrument Settings

Well - a1
Monmmal

Sampple:
Mde:

Laser || Detector & Threshold | Flow Control || Agitation | Event Check
Fa Gain: 3

55C Voltage (%) 353

PMT Voltage (%)
355nm: 60
405nm: 83
488 nm:  B&
561nme T3

637Tnm: 75

Threshold

CH1:  FsC 80.4

Value(%):

CH2: Value?2(%):

Mene

Window Extension:  Mormal

[FSC Gain]
Displays the forward scatter (FSC) gain level.

Cleaning

[SSC Voltage (%)] ([SSC Voltage (ST)] in Standardization mode)

Displays the side scatter (SSC) PMT voltages.

[PMT Voltage (%)] ([PMT Voltage (ST)] in Standardization mode)

Displays the PMT voltage of each laser channel.
[Threshold]

Displays the channel for the threshold to trigger detection of events.

[Windows Extensions]
Displays the window extension setting.

Detector (Advanced)

Close

The relationship between the window extension and particle size is as follows.

Narrow: Up to 3 um
Normal: Up to 10 um
Wide: Up to 20 um
Extra Wide: Up to 40 um

[Flow Control] tab

Displays settings related to the instrument.
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4 [nstrument Settings

Sample:  Well - A1
Mode:  Mormal

Laser | Detector & Thresheld || Flow Control || Agitation | Event Check

Boost: Shert
Sample Flow Rate: 80
Acquisition Offset Time: 0

[Boost]

Displays the boost time.
[Sample Flow Rate]
Displays the sample flow rate.
[Acquisition Offset Time]

Cleaning || Detector (Advanced)

Close

Displays the time to offset the start of data acquisition for each well.

[Agitation] tab

Displays settings related to agitation.

S [nstrument Settings

Sample:  Well - A07
Mode  MNommal

Laser || Detector & Threshold | Flow Control || Agitation | Event Check

Low Dead Volurme:  OFf

Agitation: On
Patternn: Cyelie
Mode: Mormal

[Low Dead Volume]

Cleaning || Detector (Advanced)

Close

Displays whether [Low Dead Volume] mode is enabled or disabled.

[Agitation]

Displays whether the agitation function is enabled or disabled.
[Pattern]

Displays the agitation method.

[Once]: Agitate only once before sample acquisition.

[Cyclic]: Agitate repeatedly at regular intervals during sample acquisition.

[Continuous]: Agitate continuously during sample acquisition.

[Mode]
Displays the agitation mode.

[Normal]: Agitate normally.
[Short]: Agitate gently.
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[Event Check] tab

Displays settings related event rate drop and bubble detection.

A |nstrument Settings - *

Samples  Well - A07
Modee  Normmal

Laser || Detector & Threshold | Flow Control || Agitation | Event Check || Cleaning | Detector (Advanced)

Event Chech: Off
Auto Acquire Preferences:  Stop

Close

[Event Check]

Displays the setting for whether to detect event rate drops and air bubbles.

[Auto Acquire Preferences]

Displays the setting for whether automatic acquisition stops or continues if the event rate drops or air bubbles are
detected during automatic acquisition.

[Stop]: Stops automatic acquisition when the event rate drops or air bubbles are detected.
[Continue]: When the event rate drops or air bubbles are detected, cleaning is performed and automatic acquisition
continues from the next sample.

[Cleaning] tab

Displays settings related to cleaning the sample probe.

S, |nstrument Settings - *

Sample:  Well - A0

Mode:  Normmal

Laser | Detector & Threshold | Flow Control |~ Agitation | Event Check || Cleaning | Detector (Advanced)

Cleaning Mode:  Inner and Outer

Close

[Cleaning Mode]
Displays the cleaning method used between acquisition of each well.

[Inner and Outer]: Cleans the interior and exterior of the sample probe by backflushing with sheath fluid.
[Inner Only]: Cleans the interior of the sample probe only by backflushing with sheath fluid.
[No Wash]: Skips sample probe cleaning.

[Detector (Advanced)] tab

Displays the voltage for each detector channel.
This tab can be displayed only when the instrument setting mode is [Normal Mode] and the [Advanced Settings] items
have been set.
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S |nstrument Settings - *

Sample:  Well - A1
Mode:  Mormal

Laser | Detector & Threshold | Flow Control | Agitation | Event Check | Cleaning | Detector (Advanced)

355nm:

405nm:

488nm:

561nm:

637nm:

| Advanced Settings
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[Unmixing Settings] Dialog ([Color Panel] Tab)

The [Color Panel] tab of the [Unmixing Settings] dialog is used to perform tasks such as editing the fluorochrome list and
creating spectral references.

The [Unmixing Settings] dialog is displayed by clicking [Unmixing Settings] of [Unmixing] on the [Unmixing] tab of the
ribbon.
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1. Fluorochrome list

3

For details about the operation, see “Creating a Spectral Reference.’

2. [Add]
Adds a fluorochrome to the fluorochrome list.
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10.

1"

12.

. [Universal Negative]

Assigning a gate to universal negative and then setting the negative of each fluorochrome to universal negative
eliminates the need for individual negative gate settings.

. [Ex. Laser]

Specify a laser to filter the fluorochromes displayed in the list.

. [Spectral Reference]

Displays a magnified view of the waveforms for the spectral reference selected in the fluorochrome list.

. [Fluorochrome Settings]

[Load from Library]: Loads a spectral reference from the library. Selecting this menu item displays the [Load
Spectral Reference] dialog. See “[Load Spectral Reference] Dialog”.
[Add to Library]: Registers the spectral references with check marks in the fluorochrome list to the library.

. [Color Panel Settings]

Displays the following menu items.

[Import]: Imports saved fluorochrome list data.
[Export]: Exports fluorochrome list data as a CSV file.

. [Autofluorescence]

Use to edit the autofluorescence list.

[Add]: Adds an autofluorescence color to the autofluorescence list.

. [Autofluorescence]

[Import]: Imports the autofluorescence spectral reference data from a file.
[Export]: Exports the autofluorescence spectral reference data to a file.

[Calculate]
Calculates the fluorescence unmixing matrix.

- [Apply]

Selects whether fluorescence unmixing is applied to plots on the worksheet.

[Close]
Closes the dialog.
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[Unmixing Settings] Dialog ([Matrix] Tab)

The [Matrix] tab of the [Unmixing Settings] dialog is used to edit the fluorescence unmixing matrix.

1. [Matrix] list
Displays a list of registered matrices. You can also rename matrices, as required.
[Selected Matrix]
Selects a matrix.
[Name]
Enter the name of the matrix.

2. Editing buttons
[New]
Adds a matrix to the [Matrix] list.
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[Duplicate]

Duplicates the selected matrix in the [Matrix] list.
[Delete]

Deletes the matrix selected in the [Matrix] list.

[Import]

Imports a matrix saved to a file in CSV format.
[Export]

Exports the matrix selected in the [Matrix] list to a file in CSV format. The spectral references, spectral unmixing
matrix, and other information are saved in the CSV file.
. [Close]

Closes the dialog.
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[Load Spectral Reference] Dialog

The [Load Spectral Reference] dialog is used to load the spectral reference from the spectral reference library.

The [Load Spectral Reference] dialog is displayed by clicking [Load Spectral Reference] of [Spectral Reference] on the
[Unmixing] tab of the ribbon.
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1. Search area
Specify keywords and filter criteria to search for a spectral reference.
[Keyword Search]
Searches by keyword. Enter a fluorochrome name or marker, then click [Search] to start searching.
[Filters]
Expand each item and place check marks in the search condition check boxes.

Hint

Clicking [Clear] removes the check marks from all checkboxes.

2. [Search Results]
Displays the search results.

Select the spectral reference to load from the list.
[Select]
Adds the spectral reference selected in [Search Results] to [Selected Spectral References].

3. [Selected Spectral References]
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Lists the spectral references to load. Selecting a spectral reference displays the spectral waveform on the right side
of the list. Multiple selections are supported.

[Remove]

Removes the selected spectral reference from the list.

. [Load]

Loads the spectral references in [Selected Spectral References] into the experiment.

. [Cancel]
Cancels the operation and closes the dialog.
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[Fluorochrome Database] Dialog

The [Fluorochrome Database] dialog is used to edit the fluorochrome database.

The [Fluorochrome Database] dialog is displayed by clicking [Fluorochrome Database] of [Fluorochrome] on the
[Unmixing] tab of the ribbon.

A Fluorechrome Database *

Mew 2

| Preset Fluorochromes
[AF celar 1]
[AF colar 2]
[&F color 3]
[AF colord]
[AF calor 5]
[AF celor 6]
[AF color T)

[AF color 8]

Flugrachrome Infermation

Laser: Emission Spectrum

Close

1. Fluorochrome list
Displays the available fluorochromes.

2. [New]
Registers a new fluorochrome. Clicking this button displays the [Add New Fluorochrome] dialog.

For details about the [Add New Fluorochrome] dialog, see “Adding a New Fluorochrome”.

3. [Delete]
Deletes the fluorochrome selected in the fluorochrome list.

4. [Fluorochrome Information]
Displays information about the fluorochrome selected in the fluorochrome list.
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5. [Close]
Closes the dialog.
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[Statistics Editor] Dialog

The [Statistics Editor] dialog is used to add statistics to the statistics table.
The [Statistics Editor] dialog is displayed by clicking [Edit] of [Statistics] on the [Worksheet Tools] tab of the ribbon.

For details about the operation, see “Customizing the Statistics Table.”

1
S Statistics Editor - O A
Name Equation
3 ANl events
A A
mE
mcC C
Pararmeter Type u|Mea m| Min. u Max. m| 5D m| CV m Med n| Mod
FSC Area v J o " N " .
58C Area - o " v . "
CD56_BUV3SS Area ” ” 7 2
[Live-Dead Blue] Area o o o o o o o
CD3E_BUVASE Ares v i + v v v
Add Delete 3
4
Cloze
5
1. Gate list

Displays the hierarchy of gates added to the displayed sample tube. The top level in the hierarchy is represented by
[All Events] (ungated parent population).

2. Statistics list
Displays the statistics values for the selected gate in the gate list. Place check marks in the checkboxes for the

statistics you want to add to the statistics table.
You can select the following statistics.
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[Mean]: Mean value in the gated population. The mean value can also be used as a guide when adjusting the
fluorescence unmixing spillover matrix manually.
[Min.]: Minimum value in the gated population.
[Max.]: Maximum value in the gated population.
[SD]: Standard deviation of events from the mean value of the gated population.
[CV]: Coefficient of variation of the distribution in the gated population.
[Median]: Median value in the gated population. The median value can also be used as a guide when adjusting
the fluorescence unmixing spillover matrix manually if there are a large number of outlying events (rare points).
[Mode]: Mode value in the gated population. Corresponds to the highest peak on a histogram plot.

3. [Delete]

Deletes the pulse parameter selected in the statistics list.

4. [Add]
Adds pulse parameters to the statistics list. A new parameter configuration item is added to the bottom with each

click. Select [Parameter] and [Type], and select the parameters to display.

5. [Close]
Closes the dialog.
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[Gate Manager] Dialog

The [Gate Manager] dialog is used to manage and configure the gates set for the selected sample tube.
The [Gate Manager] dialog is displayed by clicking [Gate Manager] in [Gates] on the [Worksheet Tools] tab or in [Edit] on
the [Gate Tools] tab.

l1
SA Gate Manager - O X
Mame Equation Paint Axes
@ -04 (I{(PEMCs) AMD "NOT B®... d CCR4 BV510_A HLADR_BETO0 A ~
W -G3 (({{{({{IPEMCs) AMD "MNOT B"... v CCRA BV510_A, HLADR_EET00_A 2
M dow
w2 ({({((PBMC5) AND "NOT E"... 7 | CCRA4_BVSI0A, HLADR_BB700_A i
W -1 (({(({(PEMCs) AND "NOT B"... v CCR4_BVS10_A, HLADR_EETO0_A Mowve to bottom
H H-C4 (C(PBMCs) AND “NOT B"... 7 CCRA_BVS10_A, CD45RO_PE-Cy...
@ H-q3 (({{({(PEMCs) AMD "NOT B"... v CCR4_BV510_A, CD45R0O_PE-Cy... RAMOVA 3
B H-02 (({{(((PEMCs) AMD "MNOT B... " CCRA_BVS10_A, CD45RO_PE-Cy...
W H-O (PEMC) AND "NOT B"... ual CCR4_BV310_A, CD45R0_PE-Cy...
M Treg (({{{{(PEMCs) AND "MOT B")... vl CD25_BVE50 A, CD12T_APC-RT...
W G-04 (({((PBMCs) AND "NOT B"... v CD38_BUVASE A HLADR_EETOO..
__ NeMak! (TP REAC <} AKD "KOT R™ o CN3A RLWVASE & HI ADR RBTOO K
Check all manual gates Uncheck all manual gates Show Paint Gate Mame
Check all meta cluster gates Uncheck all meta cluster gates
Gate Properties
Marme: |- Parent Gate:
| Show on the chart Equation:
Statistics: | Parent® L Expanded Equation:
+| Show on the chart
Color: I Palette: 11 v
Close
4 5
1. Gate list

Displays a list of gates added to the selected sample tube.
The following information is displayed for each gate.

[Name]: Displays the name of the gate.

[Equation]: Displays the equation of the gate.

[Paint]: Place check marks in the checkboxes of the gates for which to add colors on dot plots and histogram
plots.
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[Axes]: Displays the X and Y axes of the plot.

[Check all manual gates]

Places check marks in the checkboxes of all manually set gates.
[Uncheck all manual gates]

Clears the check marks from the checkboxes of all manually set gates.
[Check all meta cluster gates]

Places check marks in the checkboxes of all meta cluster gates.
[Uncheck all meta cluster gates]

Clears the check marks from the checkboxes of all metal cluster gates.
[Show Paint Gate Name]

Displays the names of gates with check marks in [Paint] on dot plots and histogram plots.
. Change order

Changes the order of the gate selected in the list. The order is used to change the coloring of events for each gate on
dot plots.

[Move to top]

Moves the gate to the top.

[Move up]

Moves the gate up one row each time the button is clicked.

[Move down]

Moves the gate down one row each time the button is clicked.

[Move to bottom]

Moves the gate to the bottom.

. [Remove]
Removes the gate selected in the list.

. [Gate Properties]

Displays information about the gate selected in the list.

[Name]

Displays the name of the gate. You can edit the information, as required.

[Statistics]

Displays the statistics parameter configured for the gate. You can edit the information, as required.

[Total%]: Proportion of events in the gated population as a percentage of the total number of events ([All Events]).
[Parent%]: Proportion of events in the gated population as a percentage of the number of events in the parent
population.

[Events]: Number of events in the gated population.

[Color]

Displays the color of the gate. You can edit the information, as required.

[Parent Gate]

Displays the parent gate.

[Equation]

Displays the equation of the gate.

[Expanded Equation]

Displays the equation in the format (Parent gate) AND Equation. Note that this item is omitted if the parent gate is “All
Events.”

. [Close]
Closes the dialog.
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[Gate Properties] Dialog

The [Gate Properties] dialog displays information about the selected plot. You can change the setting of each parameter,
as required.

The [Gate Properties] dialog is displayed by clicking | _'_- of [Edit] on the [Gate Tools] tab of the ribbon or right-clicking a
gate and selecting [Properties].

5FA Gate Properties >

Marne: A

Show on the chart

Statistics: Parent% v

Show on the chart

Color: W Palette: 0 v
Parent gate:
Equation:

Expanded Equation:

Close

[Name]

Displays the name of the gate.

Place a check mark in [Show on the chart] to display the name of the gate on the plot.
[Statistics]

Selects the statistics parameter configured for the gate.

Place a check mark in [Show on the chart] to display the statistics parameter on the plot.

[Total%]: Proportion of events in the gated population as a percentage of the total number of events ([All Events]).
[Parent%]: Proportion of events in the gated population as a percentage of the number of events in the parent
population.

[Events]: Number of events in the gated population.

[Color]

Selects the color of the gate.

[Parent Gate]

Displays the parent gate.

[Equation]

Displays the equation of the gate. This parameter cannot be modified.
[Expanded Equation]

Displays the equation in the format (Parent gate) AND Equation. Note that this item is omitted if the parent gate is “All
Events.” This parameter cannot be modified.

[Close]

Closes the dialog.
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[Plot Properties] Dialog (Properties for Dot Plots, Density Plots, and Histogram Plots)

The [Plot Properties] dialog displays information about the selected plot. You can change the setting of each parameter,
as required.
The [Plot Properties] dialog is displayed by clicking | .4 of [Edit] or right-clicking a plot and selecting [Properties].

A Plot Properties *

Title:
Source: I All events v
Plot Type: | Density Plot v
X Ak
Parameter; | FSC v Mimimumnm: 0
Area v Maximum: 1000000
Axig Type: | Limear L Label: FSC_A

Axis Settings -

¥ Axis
Parameter: | SSC ¥ Minirmumnn: 0

Area v Maxirmum: 1000000

fods Type: | Limear v Label: S5C_A

Hxig ettings =

Close

1. Basic information
Displays the following information. You can change the settings, as required.
[Title]
Title of the plot.
[Source]
Population of the plot (parent gate).
[Plot Type]
Type of plot.

2. [X Axis]
Displays information about the X axis of the plot. You can change the settings, as required.
[Parameter]
Parameter.
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[Axis Type]
Type of axis.

Linear: Performs a linear transformation between the acquisition values and the channel numbers (bins) used to
acquire data (0 to 256). Linear scales are typically used to display forward scatter and back scatter parameters
on plots.

Log: Display cells that exhibit fluorescence with intensities across a wide dynamic range. Log scales help to make
individual peaks easier to visualize. However, log scales cannot adequately represent data with a low mean and
high variance.

Bi-exponential: Combination of a linear scale at the lower end of the axis (around zero) and a logarithmic scale at
the higher end of the axis, with an algorithmic transition between the two scales. A biexponential scale allows
events close to or below zero to be plotted.

[Minimum]

Minimum value of the scale.

[Maximum)]

Maximum value of the scale.

[Label]

Axis label displayed on the graph.

[Axis Settings]

Clicking [Save as Preference Settings] saves the current state as preference settings.
. [Y Axis]

Displays information about the Y axis of the plot.
For details about each item, see [X Axis].

. [Close]
Closes the dialog.
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[Plot Properties] Dialog (Properties for Contour Plots)

The [Plot Properties] dialog displays information about the selected plot. You can change the setting of each parameter,
as required.
The [Plot Properties] dialog is displayed by clicking | -, of [Edit] or right-clicking a plot and selecting [Properties].

A Plot Properties bt
Title:
Source: | A v
Plot Type: | Contour Plot v Method: Probability v
Percentage: 3 v 1
Color Scheme: | Black/White v
Show Outliers: |+
o i
Parameter: | FSC v Miminnum: 0
Area v Mairmum: 1000000 5
Bods Type: | Limear L Label: FaC_A
Axis Settings =
Y Axis
Parameter: | S5C v Minimum: 0
Area v Macimum: 1000000 3
Boas Type: | Limear v Label: S5C_A

Axis Settings =

Cloze

1. Basic information
Displays the following information. You can change the settings, as required.
[Title]
Title of the plot.
[Source]
Population of the plot (parent gate).
[Plot Type]
Type of plot.
[Method]
Division method.
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[Probability]: Draw contour lines so that each area between contour lines contains the same number of events.
[Linear]: Draw contour lines so that each area between contour lines contains the maximum density divided
linearly.

[Log]: Draw contour lines so that each area between contour lines contains the maximum density divided
logarithmically.

[Percentage]

Percentage division of the contour lines. The larger the number, the larger the distance between contour lines.
[Color Scheme]

Contour colors.

[Multicolor]: High-density contour lines are shown in red, and low-density contour lines are shown in blue.
[Black/White]: Display in black and white.

[Show Outliers]

Place a check mark here to display outlier events outside the outermost contour lines as dots.
. [X Axis]

Displays information about the X axis of the plot. You can change the settings, as required.
[Parameter]

Parameter.

[Axis Type]

Type of axis.

Linear: Performs a linear transformation between the acquisition values and the channel numbers (bins) used to
acquire data (0 to 256). Linear scales are typically used to display forward scatter and back scatter parameters
on plots.

Log: Display cells that exhibit fluorescence with intensities across a wide dynamic range. Log scales help to make
individual peaks easier to visualize. However, log scales cannot adequately represent data with a low mean and
high variance.

Bi-exponential: Combination of a linear scale at the lower end of the axis (around zero) and a logarithmic scale at
the higher end of the axis, with an algorithmic transition between the two scales. A biexponential scale allows
events close to or below zero to be plotted.

[Minimum]

Minimum value of the scale.

[Maximum]

Maximum value of the scale.

[Label]

Axis label displayed on the graph.

[Axis Settings]

Clicking [Save as Preference Settings] saves the current state as preference settings.

. [Y Axis]
Displays information about the Y axis of the plot.

For details about each item, see [X Axis].

. [Close]
Closes the dialog.
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[Plot Properties] Dialog (Properties for Color Axis Plots)

The [Plot Properties] dialog displays information about the selected plot. You can change the setting of each parameter,
as required.
The [Plot Properties] dialog is displayed by clicking | -, of [Edit] or right-clicking a plot and selecting [Properties].

%A Plot Properties %
Title:
Source: B All events v
Plot Type: | Color Axis b Parameter: | FITC - 1
Area L

Label: FITC_A

X s
Parameter: | F5C v Minimum: 0
Area v Maoirmum: 1000000
2z
Buis Type: | Limear v Label: FSC_A
Axis Settings
Y Bais
Parameter: | S5C v hlininum: 0
Area v Maxirmum: 1000000 3
Aoas Type: | Limear v Label: S5C_A

Huis Zettings =

Close

1. Basic information
Displays the following information. You can change the settings, as required.
[Title]
Title of the plot.
[Source]
Population of the plot (parent gate).
[Plot Type]
Type of plot.
[Parameter]
Parameter.
[Label]
Axis label displayed on the graph.
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2. [X Axis]
Displays information about the X axis of the plot. You can change the settings, as required.
[Parameter]
Parameter.
[Axis Type]
Type of axis.

Linear: Performs a linear transformation between the acquisition values and the channel numbers (bins) used to
acquire data (0 to 256). Linear scales are typically used to display forward scatter and back scatter parameters
on plots.

Log: Display cells that exhibit fluorescence with intensities across a wide dynamic range. Log scales help to make
individual peaks easier to visualize. However, log scales cannot adequately represent data with a low mean and
high variance.

Bi-exponential: Combination of a linear scale at the lower end of the axis (around zero) and a logarithmic scale at
the higher end of the axis, with an algorithmic transition between the two scales. A biexponential scale allows
events close to or below zero to be plotted.

[Minimum]

Minimum value of the scale.
[Maximum)]

Maximum value of the scale.
[Label]

Axis label displayed on the graph.
[Options]

[Negative Area): Sets negative area.
[Extra Negative Area]: Sets extra negative area.

[Axis Settings]
Clicking [Save as Preference Settings] saves the current state as preference settings.

3. [Y Axis]
Displays information about the Y axis of the plot.

For details about each item, see [X Axis].

4. [Close]
Closes the dialog.

5-051-744-11(1) Copyright Sony Corporation

279



SONY

Help Guide

SFA - Life Sciences Cloud Platform

[Plot Properties] Dialog (Properties for Spectrum Plots)

The [Plot Properties] dialog displays information about the selected plot. You can change the setting of each parameter,
as required.
The [Plot Properties] dialog is displayed by clicking | .4 of [Edit] or right-clicking a plot and selecting [Properties].

1
A Plot Properties *
Title:
Sources [ i
Plot Type:
X Axis
Parameter Mirimun:
Masdrnum:
2
Bois Type: Label: Channel
Axis Settings -
Y Axis
Parameter: Minirmumnn: -134
Area v Maxirmum: 1000000 3
fods Type: | Biexponential v Label: Intensity_&A
=~ ) . )
G_Q,' Options Huis Settings
Close
il

1. Basic information
Displays the following information. You can change some of the items, as required.
[Title]
Title of the plot.
[Source]
Population of the plot (parent gate).
[Plot Type]
Type of plot. This parameter cannot be modified.

2. [X Axis]
Displays information about the X axis of the plot. You can change some of the items, as required.
[Parameter]
Parameter. This parameter cannot be modified.
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[Axis Type]

Type of axis. This parameter cannot be modified.

[Minimum]

Minimum value of the scale. This parameter cannot be modified.
[Maximum]

Maximum value of the scale. This parameter cannot be modified.
[Label]

Axis label displayed on the graph.

[Axis Settings]

[Save as Preference Settings] is disabled.

. [Y Axis]

Displays information about the Y axis of the plot. You can change some of the items, as required.
[Parameter]

Parameter.

[Axis Type]

Type of axis.

Linear: Performs a linear transformation between the acquisition values and the channel numbers (bins) used to
acquire data (0 to 256). Linear scales are typically used to display forward scatter and back scatter parameters
on plots.

Log: Display cells that exhibit fluorescence with intensities across a wide dynamic range. Log scales help to make
individual peaks easier to visualize. However, log scales cannot adequately represent data with a low mean and
high variance.

Bi-exponential: Combination of a linear scale at the lower end of the axis (around zero) and a logarithmic scale at
the higher end of the axis, with an algorithmic transition between the two scales. A biexponential scale allows
events close to or below zero to be plotted.

[Minimum]

Minimum value of the scale.
[Maximum)]

Maximum value of the scale.
[Label]

Axis label displayed on the graph.
[Options]

[Negative Area): Sets negative area.
[Extra Negative Area]: Sets extra negative area.

[Axis Settings]
[Save as Preference Settings] is disabled.

Hint

The range that can be specified using scale minimum and maximum values depends on the parameter. [Wavelength] and
[Channel] minimum and maximum values are fixed.

. [Close]
Closes the dialog.
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[Data Cleaning] Dialog

The [Data Cleaning] dialog is used to set the conditions for removing noise and outliers.
The [Data Cleaning] dialog is displayed by selecting [Data Cleaning] of [Data Quality] on the [Gate Tools] tab of the
ribbon.

5F4 Data Cleaning - A =

[AF color 1]_A -
[Live-Dead Blue]_&
CCRA_BV310_A
CCRG_BVT11_A
CCR7_PE_A
CO11c_BUVEET_A
CD123_PE-Cy5_ A
CD127_APC-R700_A
CD14_ BUVSE3 A
CD16_APC-HT_A
CD19 BV421_A

CD20 _AF488 A

CD24 PE-Dazzleddd A
CD25 BVE30 A
CD27_APC_A 5
N3 BYANS A

Fluorochromes:

Perform Auto Adjust (Biexponential) as pre-process 2

Data Cleaning: | flowAl v (f—3

QK Cancel

4 5

1. [Fluorochromes] List
Selects the fluorochromes to use as inputs.

2. [Perform Auto Adjust (Biexponential) as pre-process]
Place a check mark in this checkbox to run auto adjust (biexponential) as a pre-process for those fluorochromes
selected as inputs which do not have a plot on the worksheet.

3. [Data Cleaning]
Specifies the algorithm to use. You can select the following algorithms.

[flowAl]
[PeacoQC]
[flowCut]
[flowClean]

4. [OK]
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Runs data cleaning.
Running data cleaning generates a new gate. The generated gate includes only events determined to be of good

quality by the algorithm.
5. [Cancel]
Cancels the settings and closes the dialog.
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[BL-FlowSOM] Dialog

The [BL-FlowSOM)] dialog is used to set the learning conditions for analysis using the BL-FlowSOM function.
The [BL-FlowSOM)] dialog is displayed by selecting [BL-FlowSOM] of [Clustering] on the [Gate Tools] tab of the ribbon.

S BL-FlowS0M - & *

Concatenate Other Samples | 0 other sample(s) selactad  fe— ]

[&F calor 1)_4 s |
[Live-Dead Blue]_A | |
CCRA_BVS10.A

CCRE_BVT11_A

CCR7_PE_A

CO11c_BUVEST_A
CD123_PE-Cy5_A
CD127_APC-RID0_A
CD14_BUV563_A

CD16_APC-HT A

CD19_EV421_A

CD20_AF483 A
CD24_PE-Dazzle5%4_4
CD25_BVES0_A

CD27_APC_A _
lepzpvensa 17|

Flugrochromes:

I Perform Auto Adjust (Biexponential) as pre-process I— 3

| 4

SOM Grid Size: 10

Wumber of Meta Clusters: (&) Auto (Max Mumber) Fixed
20

Number of lterations: 10

0K Cancel

1. [Concatenate Other Samples]
Displays the [Sample Selection] dialog to concatenate multiple samples for learning. The number of samples to be
concatenated is displayed on the right side of the button. For details about the operation, see “Analyzing by
Concatenating Multiple Samples (when BL-FlowSOM).”

2. [Fluorochromes] List
Selects the fluorochromes to use as inputs.

3. [Perform Auto Adjust (Biexponential) as pre-process]
Place a check mark in this checkbox to run auto adjust (biexponential) as a pre-process for those fluorochromes
selected as inputs which do not have a plot on the worksheet.

4. [Use existing SOM]
Place a check mark when creating an MST plot using the existing SOM. If the existing SOM are used, the learned
SOM are used to create the MST.
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5. Learning Parameters
[SOM Grid Size]
Sets the size of one side of the SOM.
In the case of “10”, for example, one side 10 x 10 = 100.
[Number of Meta Clusters]
Sets the number of meta clusters.

[Auto (Max Number)]: Determines the number of meta clusters automatically with the specified number of meta
clusters as the upper limit.
[Fixed]: Generates the input number of meta clusters.

[Number of Iterations]
Specifies the number of times to repeat learning.

6. [OK]
Saves the settings and closes the dialog.

7. [Cancel]
Cancels the settings and closes the dialog.
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[UMAP] Dialog

The [UMAP] dialog is used to set the learning conditions for analysis using UMAP of the dimensionality reduction

function.
The [UMAP] dialog is displayed by selecting [UMAP] of [Dimensionality Reduction] on the [Gate Tools] tab of the ribbon.

S UMAP - A *

Concatenate Other Samples | 0 other sample(s) selected == 1

']

[AF color 1]_A a
[Live-Dead Blue]_A |
CCR4_BV510_4
CCRG BVT11_A
CCR7T_PE_A
CD11¢c_BUVEST1_A
CD123 PE-Cy5_A
CDI27_APC-RT00_A 2
CD14_BUV563_A
CDI6_APC-HT_A
CD19 BVA21_A
CD20_AF488 A
CD24_PE-Dazzle594_A
CD25 BVES0 A
CD27_APC_A

C3 VRS & |

Fluorochromes:

Perform Auto Adjust (Biexponential) as pre-process I— 3

Mearest Meighbors: 13
Minimum Distance: 0.1
—— 4
Mumber of Compenents: 2
Metric: Euclidean ¥
0K Cancel
5 6

1. [Concatenate Other Samples]
Displays the [Sample Selection] dialog to concatenate multiple samples for learning. The number of samples to be
concatenated is displayed on the right side of the button. For details about the operation, see “Analyzing by
Concatenating Multiple Samples (when UMAP and FIt-SNE).”

2. [Fluorochromes] List
Selects the fluorochromes to use as inputs.

3. [Perform Auto Adjust (Biexponential) as pre-process]
Place a check mark in this checkbox to run auto adjust (biexponential) as a pre-process for those fluorochromes

selected as inputs which do not have a plot on the worksheet.
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4. Learning Parameters
[Nearest Neighbors]
Sets up to what is the nearest event to be a calculation target.
[Minimum Distance]
Specifies the minimum distance after dimensional compression.
[Number of Components]
Specifies the number of dimensions (2 or 3) after dimensional compression.
[Metric]
Selects the calculation method for the distance.

[Euclidean]
[Manhattan]
[Cosine]
[Hamming]

5. [OK]
Saves the settings and closes the dialog.

6. [Cancel]
Cancels the settings and closes the dialog.
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[FIt-SNE] Dialog

The [FIt-SNE] dialog is used to set the learning conditions for analysis using FIt-SNE of the dimensionality reduction

function.
The [FIt-SNE] dialog is displayed by selecting [FIt-SNE] of [Dimensionality Reduction] on the [Gate Tools] tab of the

ribbon.

A Flt-SME - A X

Concatenate Other Sarmples | 0 other sample(s) selected 1

| [AF color 1)_A a
[Live-Dead Blue]_&
CCR4_BVS10_A
CCR6_BVT11_A
CCR7 PE A
CD11c_BUVES1_A
€D123_PE-Cy5_A
CD12T APC-RT00 A
CD14_BUVS63 A 2
CD16_APC-HT A
CD19_BV421_A

Flusrechromes:

CD20_AF48B A
CD24_PE-Dazzle594_A
CD25_BVE50_A
CD27_APC_A
CD3_BVEDS A M
I Perform Auto Adjust (Biexponential) as pre-process I— 3
Ikerations: 730
Perplexity: 30
Learming Configuration: |® Aute Manual fe— 4
Learning Rate:
KMM Algarithm: Approximate (Random Projection Forest - ANNOY) w
Ok Cancel
5 6

1. [Concatenate Other Samples]
Displays the [Sample Selection] dialog to concatenate multiple samples for learning. The number of samples to be
concatenated is displayed on the right side of the button. For details about the operation, see “Analyzing by
Concatenating Multiple Samples (when UMAP and FIt-SNE).”

2. [Fluorochromes] List
Selects the fluorochromes to use as inputs.

3. [Perform Auto Adjust (Biexponential) as pre-process]
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Place a check mark in this checkbox to run auto adjust (biexponential) as a pre-process for those fluorochromes
selected as inputs which do not have a plot on the worksheet.

. Learning Parameters

[Iterations]

Specifies the number of times to repeat learning.

[Perplexity]

The perplexity parameter determines the width of the Gaussian kernel.

[Learning Configuration]

Selects whether to set the learning configuration to automatic or manual. If [Manual] is selected, specify the learning
rate in [Learning Rate].

[Learning Rate]

Specifies the learning rate.

[KNN Algorithm]

Specifies the k-nearest neighbors algorithm to be used.

[Gradient Algorithm]

Specifies the approximation algorithm to be used in gradient descent.

. [OK]
Saves the settings and closes the dialog.

. [Cancel]
Cancels the settings and closes the dialog.
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[Library] Tab

The [Library] tab is used to edit spectral references.
The [Library] tab has the following structure.
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1. [Library] Tab (Ribbon)
The [Library] tab of the ribbon has the following buttons.
[Import]
Imports spectral reference data saved in a file.
[Export]
Exports the spectral reference data to a file.

Allows you to view information related to the spectral reference selected in the list.

2. [Filters] pane
Filters the search for a spectral reference.
The search results for filters with a check mark are displayed in [Search Results].

3. [Search Results]
Displays the spectral reference search results in list view.

You can filter by lasers using the drop-down menu at the top right.
You can check the waveform in the area on the right by selecting a spectral reference in the list.
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Toolbar

The following tools are available on the top right of the window.

- *
@ Project : | Project 1 ~A 2N ?
@ Unmixing: @D on | £||tt| e /W| |- = +

Upper row

VAN

Shows/hides the ribbon tabs.

[Project]

Switches the project or changes the workspace.

Displays notifications. When there are unread notifications, a red circle mark is added ( & ).

For details, see “Viewing Notifications.”

2

Displays the user account information. Clicking [View Account] displays the [Spectral Flow Analysis Login] window to
enable editing of the account settings.

Project : | Project 1 ~ A RN ?

SFA - Life Sciences Cloud Platform

LifesciencesCloudi@somy.com
View Account

Default Region : Morth America

§
Logs out from Spectral Flow Analysis.

.H:]
Displays the help guide of Spectral Flow Analysis.

Lower row
[[&] Unmixing]

Selects whether spectral unmixing is applied to plots on the worksheet.
This setting is reflected on the unmixing settings.
This function is the same as [Apply] on the [Unmixing] tab of the ribbon.
#
Allows you to adjust the fluorescence unmixing.
Clicking this button displays the [Unmixing Settings] dialog. See “[Unmixing Settings] Dialog ([Color Panel] Tab)".
This function is the same as [Unmixing Settings] on the [Unmixing] tab of the ribbon.
it
Enables manual adjustment of spectral unmixing by adjusting the spectral reference of the selected matrix.
Clicking this button displays the [Spectral Reference Adjuster] dialog.
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This function is the same as [Spectral Reference Adjuster] on the [Unmixing] tab of the ribbon.
For details about the operation, see “Adjusting Spectral Unmixing Manually (Spectrum)”.

Lo
You can check the results of spectral unmixing by displaying a list of plots for each fluorochrome combination.
Clicking this button displays the [Unmixing Viewer] dialog.
This function is the same as [Unmixing Viewer]on the [Unmixing] tab of the ribbon.

For details, see “Checking Fluorochrome Unmixing Results Summary”.

i |
Allows you to manually correct the fluorescence unmixing by adjusting the spectral reference of the selected matrix.
Clicking this button displays the [Spectral Reference Adjuster] dialog.
This function is the same as [Spectral Reference Adjuster] on the [Unmixing] tab of the ribbon.

For details about the operation, see “Adjusting Spectral Unmixing Manually (Spectrum)”.

-/ |+
Zoom in/out the entire worksheet.
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Statistics Table

The statistics table displays the following information.

Gates and Statistics
Mame Events arenta Total%

M All events | 20,406 | 100.00% | 100.00 %

M 3,986 19.53 % 19.53 %
HE 532 261 % 261 %
[Name]
Displays the names of gates and parameters.
[Events]
Displays the number of events.
[Parent%]
Displays the proportion of events of each gate relative to its parent.
[Total%]

Displays the proportion of events of each gate relative to the total of all events.
Gate hierarchy

Displays the hierarchical relationship between gates. The color to the left of the gate name shows the color of the gates
on plots.

You can change the statistics items displayed for each gate in the statistics table.

For details about the operation, see “Editing Items Displayed in the Statistics Table.”
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Status Bar

The status of the Spectral Flow Analysis software is displayed at the bottom right of the worksheet.

Status: READY Type: Base CPL: 1%  Memorny: 2%  Storage 21% (50 GE free)
[Status]
Displays the connection status.
[Type]
Displays the analysis server type.
[CPU]
Displays the CPU usage percentage.
[Memory]
Displays the memory usage percentage.
[Storage]

Displays the storage usage percentage and free space.

5-051-744-11(1) Copyright Sony Corporation

294



SONY

Help Guide

SFA - Life Sciences Cloud Platform

Experiments

The following menu commands are displayed when right-clicking an experiment icon in the [Experiment] panel.

When the [View] tab is displayed

[Start Analysis]

Opens the [Analysis] tab to analyze the selected experiment.

If another user’s experiment is selected in the project, the experiment is duplicated as your own and it is opened on the
[Analysis] tab.

For details about the operation, see “Opening the [Analysis] Tab.”

[Duplicate Experiment]

Duplicates the selected experiment.

If another user’s experiment is selected in the project, the experiment is duplicated as your own.
[Cancel import jobs]

Cancels importing of experiments.

[Delete]

Deletes the selected experiment.

[Properties]

Displays the properties for the selected experiment.

When the [Analysis] tab is displayed

[Close Experiment]

Closes the experiment.

[Batch Analysis]

Runs analysis on multiple samples at the same time. This function is the same as [Batch Analysis] on the [Analysis] tab
of the ribbon.

For details on the operation, see “Running Batch Analysis.”

[Export to FCS File]
Exports data in FCS format. This function is the same as [Export to FCS File] on the [Analysis] tab of the ribbon.

For details on the operation, see “Exporting an FCS File.”

[Properties]
Displays the properties for the selected experiment.
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Plates

The following menu commands are displayed when right-clicking a plate icon in the [Experiment] panel.

When the [View] tab is displayed

[Properties]
Displays the properties for the selected plate.

[Analysis] Tab

[Close Experiment]

Closes the experiment.

[Export Layout to CSV File]

Exports the metadata of the selected plate to a file in CSV format. This function is the same as [Export Layout to CSV
File] on the [Analysis] tab of the ribbon.

[Import Layout from CSV File]

Imports all metadata to the selected plate. This function is the same as [Import Layout from CSV File] on the [Acquisition]
tab of the ribbon.

[Batch Analysis]

Runs analysis on multiple samples at the same time. This function is the same as [Batch Analysis] on the [Analysis] tab
of the ribbon.

For details on the operation, see “Running Batch Analysis.”

[Export to FCS File]
Exports data in FCS format. This function is the same as [Export to FCS File] on the [Analysis] tab of the ribbon.

For details on the operation, see “Exporting an FCS File.”

[Properties]
Displays the properties for the selected plate.
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Sample Groups

The following menu commands are displayed when right-clicking a sample group icon in the [Experiment] panel.

When the [View] tab is displayed

[Instrument Settings]

Allows you to configure instrument settings related to lasers, detectors, and flow rates. Clicking this button displays the
[Instrument Settings] dialog. This function is the same as [Instrument Settings] on the [Analysis] tab of the ribbon. See
“[Instrument Settings] Dialog”.

[Stopping Condition]

Allows you to view the data acquisition stopping condition. Clicking this button displays the [Stopping Condition] dialog.
This function is the same as [Stopping Condition] on the [Analysis] tab of the ribbon.

[Properties]

Displays the properties for the selected sample group.

When the [Analysis] tab is displayed

[Close Experiment]

Closes the experiment.

[Batch Analysis]

Runs analysis on multiple samples at the same time. This function is the same as [Batch Analysis] on the [Analysis] tab
of the ribbon.

For details on the operation, see “Running Batch Analysis.”

[Export to FCS File]
Exports data in FCS format. This function is the same as [Export to FCS File] on the [Analysis] tab of the ribbon.

For details on the operation, see “Exporting an FCS File.”

[Copy to all Individual Worksheets]

Copies the shared worksheet to the individual worksheet of all samples.

[Copy to Shared Worksheet]

Sets the worksheet for the selected sample as the shared worksheet.

[Instrument Settings]

Allows you to configure instrument settings related to lasers, detectors, and flow rates. Clicking this button displays the
[Instrument Settings] dialog. This function is the same as [Instrument Settings] on the [Analysis] tab of the ribbon. See
“[Instrument Settings] Dialog”.

[Stopping Condition]

Allows you to view the data acquisition stopping condition. Clicking this button displays the [Stopping Condition] dialog.
This function is the same as [Stopping Condition] on the [Analysis] tab of the ribbon.

[Properties]

Displays the properties for the selected sample group.

5-051-744-11(1) Copyright Sony Corporation

297



SONY

Help Guide

SFA - Life Sciences Cloud Platform

Wells

The following menu commands are displayed when right-clicking a well in the [Plate] panel.

When the [View] tab is displayed

[Instrument Settings]

Allows you to configure instrument settings related to lasers, detectors, and flow rates. Clicking this button displays the
[Instrument Settings] dialog. This function is the same as [Instrument Settings] on the [Analysis] tab of the ribbon. See

“[Instrument Settings] Dialog”.

[Stopping Condition]

Allows you to view the data acquisition stopping condition. Clicking this button displays the [Stopping Condition] dialog.
This function is the same as [Stopping Condition] on the [Analysis] tab of the ribbon.

[Properties]

Displays the properties for the selected well.

When the [Analysis] tab is displayed

[Close Experiment]

Closes the experiment.

[Copy]/[Paste]

Copies and pastes the selected well. This function is the same as [Copy]/[Paste] on the [Analysis] tab of the ribbon.
[Export Instrument Settings]

Exports the instrument settings as a file.

[Export to FCS File]

Exports data in FCS format. This function is the same as [Export to FCS File] on the [Analysis] tab of the ribbon.

For details on the operation, see “Exporting an FCS File.”

[Copy to all Individual Worksheets]

Copies the shared worksheet to the individual worksheet of all samples.

[Copy to Shared Worksheet]

Sets the worksheet for the selected sample as the shared worksheet.

[Instrument Settings]

Allows you to configure instrument settings related to lasers, detectors, and flow rates. Clicking this button displays the
[Instrument Settings] dialog. This function is the same as [Instrument Settings] on the [Analysis] tab of the ribbon. See

“[Instrument Settings] Dialog”.

[Stopping Condition]

Allows you to view the data acquisition stopping condition. Clicking this button displays the [Stopping Condition] dialog.
This function is the same as [Stopping Condition] on the [Analysis] tab of the ribbon.

[Properties]

Displays the properties for the selected well.
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Plots

The following menu commands are displayed when right-clicking a plot on the worksheet.

For details about menu commands displayed on an MST plot, see “MST Plots.”

When the [View] tab is displayed

[Copy to Clipboard]

Copies the selected plot to the clipboard so that it can be pasted in other software for use in a report or other content.
[Open Gate Manager]

Displays the [Gate Manager] dialog. This function is the same as [Gate Manager] on the [Worksheet Tools] tab of the
ribbon. See “[Gate Manager] Dialog”.

[Properties]

Displays the properties for the selected sample group.

When the [Analysis] tab is displayed

[Auto Adjustment]

Automatically adjusts the scale of the X axis and Y axis for the selected plot. This function is the same as [Auto
Adjustment (XY)] on the [Plot Tools] tab of the ribbon.

[Zoom]

Changes the magnification of the selected plot. This function is the same as [Zoom] on the [Plot Tools] tab of the ribbon.
[Spectrum Display]

Sets the spectrum display mode. This function is the same as [Spectrum Display] on the [Plot Tools] tab of the ribbon.
[Insert Gate]

Creates a gate in the selected plot. This function is the same as [New Gate] on the [Plot Tools] tab of the ribbon. Select
the gate type from the submenu.

[Plot Type]

Changes the type of the selected plot. This function is the same as [Plot Type] on the [Plot Tools] tab of the ribbon.
Select the plot type from the submenu.

[Duplicate]

Duplicates the selected plot within the worksheet. This function is the same as [Duplicate Plot] on the [Plot Tools] tab of
the ribbon.

[Remove]

Removes the selected plot. This function is the same as [Remove Plot] on the [Plot Tools] tab of the ribbon.

[Send to Overlay]

Displays the spectral data for the selected plot on the overlay worksheet. This function is the same as [Send to Overlay]
on the [Worksheet Tools] tab. For details about the operation, see “Displaying Multiple Spectral Data Overlaid.”

[Sync Scale and Gate]

Synchronizes the scale and gates of all plots within a sample group.

[Copy to Clipboard]

Copies the selected plot to the clipboard so that it can be pasted in other software for use in a report or other content.
[Open Gate Manager]

Displays the [Gate Manager] dialog. This function is the same as [Gate Manager] on the [Worksheet Tools] tab of the
ribbon. See “[Gate Manager] Dialog”.

[Open Statistics Editor]

Displays the [Statistics Editor] dialog. This function is the same as [Edit] on the [Worksheet Tools] tab of the ribbon. See
“[Statistics Editor] Dialog”.

[Properties]

Displays the properties for the selected plot.
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MST Plots

The following menu commands are displayed when right-clicking an MST plot on the worksheet.
For details about menu commands displayed on other plots, see “Plots.”

[Graph Mode]

Selects the graph mode for the MST plot. Select from [Star], [Population Pie], and [Median Marker Value]. This function
is the same as |& on the toolbar for the MST plot.

[Operation Mode]

Selects the operation mode. Select from [Cluster Selection], [Meta Cluster Selection], [Marquee Zoom], and [Back
Gating].

[Create a Child Plot]

Adds a child plot for the selected gate. This function is the same as [New Child Plot] on the [Gate Tools] tab of the ribbon.
[Show Meta]

Displays the meta clusters.

[Constant Size]

Displays the circles of meta clusters at a constant size. The circle size can be changed in the properties of the MST plot.
[Merge to existing Meta Cluster]

Merges the selected meta cluster with another meta cluster.

[Create new Meta Cluster]

Creates a new meta cluster.

[Revert to original Meta Cluster]

Reverts to the original meta cluster.

[Show Heatmap]

Displays the heatmap.

[Show Star Chart Legend]

Selects the markers to display when star chart.

[Show Meta Cluster Star Chart]

Displays a start chart on a meta cluster basis when star chart.

[Reset]

Returns to the state immediately before the operation was executed.

[Copy to Clipboard]

Copies the selected plot to the clipboard so that it can be pasted in other software for use in a report or other content.
[Properties]

Displays the properties for the selected plot.

[Remove]

Removes the MST plot. When the MST plot is removed, the clustering results are also removed.

This menu command is displayed when right-clicking the frame part of an MST plot.
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Gates

The following menu commands are displayed when right-clicking a gate on the plot.

When the [View] tab is displayed

[Remove]

Removes the selected gate. This function is the same as [Remove Gate] on the [Gate Tools] tab of the ribbon.
[Properties]

Displays the properties for the selected gate.

When the [Analysis] tab is displayed

[Create a Child Plot]

Adds a child plot for the selected gate. This function is the same as [New Child Plot] on the [Gate Tools] tab of the ribbon.
[Assign Gate]

Assigns the selected gate as the following gate types.

Positive Gate
Negative Gate
Universal Negative Gate

[Auto Adjustment (Biexponential)]

Automatically adjusts the scale of the X axis and Y axis for the selected plot. This function is the same as [Auto
Adjustment (XY)] on the [Plot Tools] tab of the ribbon.

[Remove]

Removes the selected gate. This function is the same as [Remove Gate] on the [Gate Tools] tab of the ribbon.
[BL-FlowSOM]

Displays the [BL-FlowSOM)] dialog. This function is the same as [BL-FlowSOM] on the [Gate Tools] tab of the ribbon. See
“[BL-FlowSOM] Dialog”.

[Dimensionality Reduction]

Selects the following dimensionality reduction methods.

[UMAP]: Displays the [UMAP] dialog. This function is the same as [UMAP] on the [Gate Tools] tab of the ribbon. See
“[UMAP] Dialog”.

[FIt-SNE]: Displays the [FIt-SNE] dialog. This function is the same as [FIt-SNE] on the [Gate Tools] tab of the ribbon.
See “[FIt-SNE] Dialog”.

[Properties]
Displays the properties for the selected plot.
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Statistics Table

The following menu commands are displayed when right-clicking the statistics table on the worksheet.

Statistics table frame

[Hide Table]

Hides the statistics table. To redisplay the statistics table, right-click blank space on the worksheet and select [Show
Table] from the context menu.

[Open Gate Manager]

Displays the [Gate Manager] dialog. This function is the same as [Gate Manager] on the [Worksheet Tools] tab of the
ribbon. See “[Gate Manager] Dialog”.

[Open Statistics Editor]

Displays the [Statistics Editor] dialog. This function is the same as [Edit] on the [Worksheet Tools] tab of the ribbon. See
“[Statistics Editor] Dialog”.

[Export Statistics]

Exports the contents of the statistics table as a file in CSV format. This function is the same as [Export Statistics] on the
[Worksheet Tools] tab of the ribbon.

Statistics table cells

[Create a Plot]

Creates a new plot for the selected gate.

[Assign Gate]

Assigns the selected gate as the following gate types.

Positive Gate
Negative Gate
Universal Negative Gate

[Auto Adjustment (Biexponential)]

Automatically adjusts the scale of the X axis and Y axis for the selected plot. This function is the same as [Auto
Adjustment (XY)] on the [Plot Tools] tab of the ribbon.

[Copy]/[Paste]

Copies and pastes the selected gate to duplicate a gate.

[Cut]/[Paste]

Cuts and pastes the selected gate to move it.

[Remove]

Removes the selected gate or statistic (multiple selection supported).

[Export Statistics]

Exports the contents of the statistics table as a file in CSV format. This function is the same as [Export Statistics] on the
[Worksheet Tools] tab of the ribbon.

[Open Gate Manager]

Displays the [Gate Manager] dialog. This function is the same as [Gate Manager] on the [Worksheet Tools] tab of the
ribbon. See “[Gate Manager] Dialog”.

[Open Statistics Editor]

Displays the [Statistics Editor] dialog. This function is the same as [Edit] on the [Worksheet Tools] tab of the ribbon. See
“[Statistics Editor] Dialog”.

[BL-FlowSOM]

Displays the [BL-FlowSOM] dialog. This function is the same as [BL-FlowSOM] on the [Gate Tools] tab of the ribbon. See
“[BL-FlowSOM] Dialog”.

[Dimensionality Reduction]

Selects the following dimensionality reduction methods.
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[UMAP]: Displays the [UMAP] dialog. This function is the same as [UMAP] on the [Gate Tools] tab of the ribbon. See
“[UMAP] Dialog”.

[FIt-SNE]: Displays the [FIt-SNE] dialog. This function is the same as [FIt-SNE] on the [Gate Tools] tab of the ribbon.
See “[FIt-SNE] Dialog”.

[Properties]
Displays the properties for the selected statistics table.
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Worksheet

The following menu commands are displayed when right-clicking a blank space on the worksheet.

When the [View] tab is displayed

[Close Worksheet]

Closes the worksheet.

[Show Table]

Shows/hides the statistics table. This function is the same as [Show Table] on the [Worksheet Tools] tab.

[Auto Arrange Items]

Automatically aligns the positions of the plots and statistics table. This function is the same as [Auto Arrange] on the
[Worksheet Tools] tab.

[Align Items to Grid]

Aligns the plots and statistics table on the worksheet with the grid.

[Show Grid]

Displays a grid on the worksheet. This function is the same as [Show Grid] on the [Worksheet Tools] tab.

[Open Gate Manager]

Displays the [Gate Manager] dialog. This function is the same as [Gate Manager] on the [Worksheet Tools] tab of the
ribbon. See “[Gate Manager] Dialog”.

[Open Statistics Editor]

Displays the [Statistics Editor] dialog. This function is the same as [Edit] on the [Worksheet Tools] tab of the ribbon. See
“[Statistics Editor] Dialog”.

[Copy to all Individual Worksheets]

Copies the shared worksheet to the individual worksheet of all samples.

[Copy to Shared Worksheet]

Sets the worksheet for the selected sample as the shared worksheet.

When the [Analysis] tab is displayed

[Terminate Analysis]

Terminates the analysis server when it is running.

[Restart Analysis]

Restarts the analysis server.

[Show Table]

Shows/hides the statistics table. This function is the same as [Show Table] on the [Worksheet Tools] tab.

[Auto Arrange Items]

Automatically aligns the positions of the plots and statistics table. This function is the same as [Auto Arrange] on the
[Worksheet Tools] tab.

[Align Items to Grid]

Aligns the plots and statistics table on the worksheet with the grid.

[Show Grid]

Displays a grid on the worksheet. This function is the same as [Show Grid] on the [Worksheet Tools] tab.

[Open Gate Manager]

Displays the [Gate Manager] dialog. This function is the same as [Gate Manager] on the [Worksheet Tools] tab of the
ribbon. See “[Gate Manager] Dialog”.

[Open Statistics Editor]

Displays the [Statistics Editor] dialog. This function is the same as [Edit] on the [Worksheet Tools] tab of the ribbon. See
“[Statistics Editor] Dialog”.

[Copy to all Individual Worksheets]

Copies the shared worksheet to the individual worksheet of all samples.

[Copy to Shared Worksheet]
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Sets the worksheet for the selected sample as the shared worksheet.

306



SONY

Help Guide

SFA - Life Sciences Cloud Platform

[Color Panel] Tab in the [Unmixing Settings] Dialog

The following menu commands are displayed when right-clicking a fluorochrome in the fluorochrome list.
[Open Positive Sample]

Displays the sample worksheet for the gate configured as the positive gate.
[Open Negative Sample]

Displays the sample worksheet for the gate configured as the negative gate.
[Clear Gates]

Clears the gate assignments for the selected fluorochrome.

[Clear Spectral Reference]

Clears the spectral reference for the selected fluorochrome.

[Edit Fluorochrome]

Edits the fluorochrome database.

[Remove Fluorochrome]

Removes the selected fluorochrome from the list.

[Properties]

Displays the properties for the selected spectral reference.
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[Search Results] in the [Library] Window

The following menu commands are displayed when right-clicking a spectral reference in the [Search Results] list.
[Export]

Exports the spectral reference data to a file.

[Delete]

Deletes the selected spectral reference.

[Properties]

Displays the properties for the selected spectral reference.
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Troubleshooting

Check these items before making an inquiry. If the problem still persists after carrying out the recommended actions,
contact your Sony distributor.

Problem

One population
appears
separated.

The operation of
Spectral Flow
Analysis is slow.

Advanced
analysis does not
complete.

Saving an
experiment does
not complete.

Possible cause

The Biexponential axis setting is
inappropriate.

The number of events displayed is
high.

The number of plots, gates, and
statistics is high.

There are a large number of plates
in a single experiment.

Advanced analysis does not
complete because the load
imposed by the data amount and
learning conditions is heavy.

Saving an experiment or
terminating analysis will not
complete during execution of an
algorithm.

Recommended solution

If the setting for the negative area of the biexponential axis
is inappropriate, the population will appear jammed up
against the plot axis origin. Check the setting for the
Negative area.

Reduce the number of events to display to improve
performance.

Turn off fluorescence unmixing, when it is not required, to
improve performance.

The operation of the Spectral Flow Analysis software may

become slower as the number of plates created in a single
experiment increases. Reduce the number of plates in an

experiment, for example, by splitting the experiment.

To terminate advanced analysis even though the data is
not saved, run [Terminate Analysis] of [Analysis] on the
[Analysis] tab and then force terminate the analysis by
clicking [Force Terminate].

To force terminate processing despite data saving not
being complete, run [Terminate Analysis] of [Analysis] on
the [Analysis] tab and then click [Force Terminate].
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Software Licenses

This product contains software that Sony uses under a licensing agreement with the owner of its copyright. We are
obligated to announce the contents of the agreement to customers under requirement by the owner of copyright for
the software. Please refer to the "\Others\License" folder in the installation folder for the license information.

Services offered by third parties may be changed, suspended, or terminated without prior notice. Sony does not bear
any responsibility in these sorts of situations.
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